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REACTIFS ET METHODES POUR IiA DETECTION DE GENES 
LIES AU COMPLEXE MAJEUR D f HISTOCOMPATTBILITE D'OISEAUX 
D'ELEVAGE, TELS QUE LE POULET 

L ' invention a pour objet la detection de g£nes 
lies au complexe majeur d' histocompatibility (CMH) 
d'oiseaux d f £levage, tels que le poulet. A ce titre, elle 
concerne des molecules d'acides nucleiques permettant de 
dStecter ceux des g^nes du CMH impliqugs dans les 
phenomenes de resistance ou de susceptibilite au 
d^veloppement de tumeurs viro-induites . L ' invention 
concerne egalement les applications de ces molecules 
d r acides nucleiques , notamment pour le d§veloppement de 
tests de g&notypage chez les oiseaux d'elevage, en 
particulier le poulet, et pour la selection d'animaux 
d 1 int&rSt . 

Les maladies virales infectieuses sont 
redoutees des 31eveurs en raison de leur caractere 
contagieux qui conduit & des pertes importantes 
d 1 animaux . 

La vaccination a constitue une prophylaxie 
efficace jusqu'a 1 'emergence de souches hypervirulentes, 
rendant necessaire 1 1 identification des haplotypes 
rSsistants. 

Diverses mSthodes ont ainsi #t§ proposSes pour 
tenter de selectionner ceux des animaux qui sont capables 
de resister & de telles pathologies et ceux qui sont au 
contraire susceptibles d'Stre affectSs. 

Les techniques les plus utilisSes en routine 
sont basSes sur des polymorph! smes sSrologiques ou de 
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type RFLP * Toutefois, ces methodes ne fournissent pas de 
connaissances precises sur le phenomene de resistance ou 
de susceptibility a la maladie, en particulier par manque 
de caractere discriminant vis-a-vis des gSnes des 
systdmes B ou Rfp-Y du CMH. 

Les travaux des inventeurs sur le sequengage de 
genes du CMH a montrg la complexity genetigue de cette 
region, ce qui les a conduits a prendre en compte un 
autre type de polymorphisme, & savoir bas6 sur la 
sequence de ces gdnes et des regions apparentees, telles 
que celles de leurs promoteurs et des regions 
microsatellitaires . Les inventeurs out ainsi mis au point 
des raoyens pour disposer de molecules oligonucleotidiques 
hautement specif iques des polymorphismes observes, 
permettant d' identifier les parties de genes, et raeme les 
sites impliques dans le contrdle de la resistance ou de 
la susceptibilite au developpement de tumeurs. 

Le caractere specif ique de ces molecules, vis- 
&-vis d'un gene donne de l'un des systfemes du CMH, en 
fait des outils discriminants particuliferement fiables 
pour identifier avec precision la capacity de resistance 
ou de susceptibility du poulet etudie, ou d'autres 
oiseaux, a une infection virale, et pour etudier au 
niveau moleculaire les sequences du CMH impliquees. 

L 1 invention a done pour but de fournir des 
molecules d'acides nucleiques permettant de detecter 
specif iquement, chez les oiseaux d'Slevage et en 
particulier chez le poulet, les genes lies au CMH 
impliqufis dans les phSnomdnes de resistance ou de 
susceptibilite au developpement de tumeurs viro-induites . 
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Elle vise Sgalement a fournir une rnethode et un 
kit de detection de genotypes de mise en oeuvre aisee en 
routine . 

Les molecules d 'acides nucl6iques de 
1 1 invention sont caractSrisees en ce qu'il s'agifc de 
molecules , isolees de leur environnernent naturel , 
d 1 acides nucleiques de gdnes codant pour des protSines 
irapliquees dans le contrdle de la resistance ou de la 
susceptibilite au developpement de tumeurs viro-induites 
chez les oiseaux d'elevage, telles que celles de la 
maladie de Marek chez le poulet, avec le cas echeant, les 
regions qui leur sont attaches, telles que celles du 
promoteur ou microsatellitaires. Le terme gdne tel 
qu' utilise dans la description et les revendications 
englobe ces regions, 

Ces molecules d' acides nuclfiiques sont plus 
spScialeraent caracterisees en ce qu'elles prSsentent les 
sequences d 1 acides nuclSiques de gdnes du systSme B ou du 
systeme Rfp-Y du CMH des oiseaux d'elevage, & 1' exception 
des sequences des gdnes de classe II B-L, du gSne 17 • 5 , 
du gene 12.3 et du gdne B-FIV de classe I, ou sont 
capables de s'apparier avec I'un des brins d'un gdne 
capable de coder pour une protgine telle que definie ci- 
dessus dans des conditions faiblement stringentes, 

L'appariement dans des conditions de faible 
stringence auquel il est fait reference ci-dessus est 
realise a temperature ambiante, dans un milieu 0,1 SSC, 
avec lavage k temperature ambiante* 
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Les gdnes de classe II B-L sont decrits dans 
Immunogenetics 31:179-187, 1990 et Eur. J. Immunol, 1993, 
23:1139-1145. 

5 Le gSne 17.5 appartient h la superf amille des 

genes codant pour les lectines et le gene 12*3 a la 
famille des genes codant pour des proteines liant la 
guanine (guanine nucleotide -binding protein) . Ce gdne est 
decrit dans Immunogenetics 39:221-229, 1994. 

10 

Le g&ne 12.3 est d§crit dans P.N.A.S. tTSA # vol. 
86, 4594-4598, juin 1989, Genetics. 

Le gdne B-FIV de classe I est decrit dans 
15 Immunogenetics 31:405-409, 1990. 

L 1 invention vise notamment les molecules 
d'acides nuclSiques rSpondant a ceux des enchainements de 
l'un des genes suivants : 

20 

. enchainement du syst&rae Rfp-Y 

B-FV (figure 1) , B-F VI (figure 2) ; 
. enchainement du systeme B, 

8.4 ggnomique (figure 3) ; B-F I (figure 4) ; 
25 C12 . 1 ( figure 5 ) ; DM ( figure 6 ) ; TAP1 (du dSbut de 
I'exon 2 a l'extr&nite 3 f ) (figure 7) ; et TAP2G (figure 
8} , et autres g&nes compris dans la figure 10 et suites l 
& 35. 

30 L 1 etude des sequences d f acides nucleiques des 

molecules dSfinies plus haut a permis de rep^rer avec 
precision les blocs de polymorphismes qui doivent etre 
detectes pour 6taMir un gSnotypage fiable et precis. 



WO 99/27132 



5 



PCT/FR98/025O! 



En comparant les sequences de ces blocs, 
provenant de differents genes d'un meme haplotype ou d'un 
meme gene de differents haplotypes, les inventeurs ont 
pris en consideration les enchainements divergents et 
5 elabore, pour chaque g£ne, des oligonucleotides 
complementaires de ces enchainements divergents. 

On dispose ainsi d' amorces specif iques et 
discriminates vis-a-vis d'un gene donne du syst&me B ou 
10 du systeme Rfp-Y. 

L* invention vise tout sp£cialement les 
molecules d 1 oligonucleotides correspondant a ces 
enchainements et comprenant une partie de la region 
15 polymorphe des systemes du CMH du poulet ou autres 
oiseaux d'Slevage. 

On rappelle que la region polymorpbe peut Stre 
dans le gene ou dans une region apparentee telle que les 
20 regions microsatellitaires ou celle du promoteur. 

Selon un mode de realisation de 1* invention, 
les polymorphismes sont 1x6s §l la fonction des systemes 
du CMH. 

25 II s'agit ainsi avantageusement de molecules 

correspondant a une partie d'un exon. On citera §l titre 
d'exemple des molecules correspondant & l'exon 2 (domaine 
a l) des gdnes YF du poulet. Un couple d' amorces 
approprie est constituS par : 

30 



Y-P VI a 1 : GGCCCCGGGATGCCGCGGTTC 
Y-F VI a 1, R : ATCCGCTCACCGCCCTGG 
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Selon un autre mode de realisation de 
1 ' invention, les molecules oligonuclgotidiques 

correspondent a une partie d'une region polymorphe qui 
n'est pas liee a la fonction des systSmes du CMH. Des 
5 regions preferees de ce type sont des microsatellifces. 

En considerant par exemple, le gene B-FI, des 
molecules d 1 oligonucleotides utilisables pour constituer 
des couples d r amorces correspondent aux enchainements 
suivants : 

10 B-FI : 5 ■ CCA GCA GTC ACT GCA CAT AT 3 1 

B-FI, R : 5 1 AGG TGG AGT GCG CAA AGT T 3 1 , et 
12 . 1 : 5 1 ACA CGC AGC AGA ACT TGG TAA 3 ' 
12 * 1 R : 5 ' GGA AGG AAG ACC TTG GAA 3 ' 

15 Avec les molecules oligonucleotidiques definies 

ci-dessus et celles 61abor§es a partir de gSnes connus, 
mais selon la demarche de l 1 invention, on dispose de jeux 
d 1 amorces hautement spScifiques, permettant de determiner 
avec precision l'haplotype de l 1 animal H etudier et de 

20 detecter s'il est resistant au developpement de tumeurs 
viro-induites, ou au coatraire susceptible d'etre 
af f ecte* 

L ' invention vise done §galement une m§thode de 
25 genotypage d'oiseaux d'elevage et notamment du poulet. 

Cette methode est caract^risee en ce qu 1 elle 

comprend 

1 1 amplification d 'un echantillon d 1 acide 
30 nucleique provenant de l 1 animal 3. Etudier eL l'aide d'un 
ou de plusieurs couples d 1 amorces capables de s'hybrider 
specif iquement avec 1' acide nuclSique d'une region 
polymorphe des syst&mes Rfp-Y ou B du CMH desdits 
oiseaux, 
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et 

- la detection des produits de PCR obtenus. 

Une simple comparaison des resultats obtenus 
avec un refgrentiel etabli au prealable permet de 
5 determiner rapidement l'haplotype de 1' animal. 

L 1 echantillon d'acide nucleique est constituc* 
en particulier par de I'ADN gSnomique extra! t de materiel 
biologique de 1» animal 3. etudier ou par ce materiel meme, 
en particulier par du sang de 1' animal- II peut s'agir en 
10 variante d'ADNc, d'ARN ou encore de PNA (polypeptides 
nucleic acids) ♦ 

lies amorces sont SlaborSes k partir des 
molecules oligonuclSotidiques definies ci-dessus et, 

15 d 1 une manifere genSrale, de tout gdne (et region 
apparentSe) codant pour une protSine impliquee dans le 
contr6le de la resistance ou de la susceptibility aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notamment de poulet, en particulier les gSnes B-L de 

20 classe II, 17*5, 12.3 et B-FIV de classe I. 

II s'agit par exemple d 1 amorces de regions 
microsatellitaires perraettant de d6tecter des haplotypes 
du complexe B, telles que celles elabor6es & partir du 
gene B-FI, et evoquees ci-dessus, ou d 1 amorces permettant 

25 de detecter des haplotypes du systeme RFp-Y, et Slaborees 
a partir du gene 17.5, comme le couple : 

17*52 : GAG GAT CTG CAC TGG CCA. ATA 

30 17.5, Rl : GAA TGG CGG TGC TTC CGT GCC TGG 

La detection des produits de PCR est effectu#e 
selon les techniques classiques. Ces techniques 
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comprennent le sequen<?age, 1 'electrophorese, les 
hybridations avec analyse SSOP ou SSCP. 

Cette technique sera avantageusement choisie 
selon la nature du polymorphisme implique. Ainsi, dans le 
cas de polymorphisme de type microsatellite, on dfitectera 
avec avantage les produits de PGR selon leur taille en 
ayant recours aux techniques d ' electrophorfese • 

Lorsque le polymorphisme ne concerne que 
quelques nucleotides, voire un seul nucleotide, on aura 
plus special ement recours, aux fins de dif f&renciation 
des haplotypes de produits de PCR, aux techniques 
d* hybridation (analyse sur membrane a I'aide de sondes 
specif iques des sequences d 1 haplotypes, SSOP ou Sequence 
Specific Oligonucleotide Probe) , de migration 
differentielle des echantillons d€natur6s (SSCP ou Single 
Strand Conformational Polymorphism) , ou de sequengage. De 
maniere gSnSrale, cette derni&re technique est pr6fer€e 
contpte tenu de la simplicite de sa realisation. 

L 1 invention foumit ainsi une technique simple 
efc rapide d' gtablissement du profil genStique d'un grand 
nombre d 1 animaux k 6tudier, ce qui permet de determiner 
les haplotypes et de select ionner ceux d'interSt en vue 
d'un elevage . 

De plus, chaque type de gSne pouvant Stre 
discriming en utilisant des amorces pr^sentant la 
specif icite requise et son appartenance au systSme B ou 
Rfp-Y pouvant §tre Stablie, il est possible d'effectuer 
des etudes fondamentales plus completes. 
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L 1 invention vise egalement un coffret ou 
trousse pour detecter le genotype du poulet ou autre 
oiseau d'^levage selon la methode definie ci-dessus. 

5 Ces coffrets ou trousses sont caractgrises en 

ce qu'ils comportent les rSactifs nScessaires pour la 
realisation d'au moins une PCR et du test de r6v£lation. 

En particulier, ils comportent les amorces pour 
10 la PCR, un t6moin positif de la reaction, ainsi qu'une 
notice d' utilisation. 

Les amorces se prSsentent sous forme 
lyophilis^e ou en solution ou, selon le mode de 
15 detection, sur un support. Le support peut Stre, de 
manidre classique, une plaque multipuits ou se presenter 
sous forme de puces a ADN. 

L 1 invention vise en outre un syst&ne 
20 experimental qui permet d'etudier la resistance au 
developpement tumoral chez le poulet . 

II s'agit de lignfies d'animaux; qui ont §te 
tribes g&aetiquement sur leurs caractSristiques du CMH, 

25 En fonction de ces caracteristiques, les lignees sont 
soit resistantes, soit sensibles vis-&-vis des tumeurs 
induites par des virus, comme le virus de la maladie de 
Marek. Cette selection g§netique, qui s'est dans un 
premier temps effectuSe sur des criteres serologiques, a 

30 6t6 ensuite poursuivie sur la base de l'6tude du 
polymorphisme des g&nes du CMH. II s'agit d'un materiel 
g&netique qui est parfaitement dSfini d'un point 
xnoleculaire, et constitue un outil precieux pour l f £tude 
du polymorphisme des sequences de type microsatellite* Ce 
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materiel, ainsi que le produit du croisement entre 
certaines des lignees entre elles, a €te utilise pour 
determiner les sequences microsatellites du CMH qui sont 
polyraorphes et pour Svaluer si ce polymorphisrae peut dtre 
5 corrfile avec les donnees de typage dejS. disponibles pour 
ces lignees • 

D'autres caractSristiques et avantages de 
I 1 invention sont exposes dans les exemples qui suivent, 
dans lesquels il est fait reference Sl la figure 9 
repr§sentant une photo d'Slectrophorese de produits de 
PGR illustrant le test de g^notypage de 1» invent ion, on 
rappelle que les figures l a 8, deja evoquees ci-dessus, 
illustrent les sequences de genes selon l 1 invention, 

Exemple : 

Etude d'haplotypes Rfp-Y du poulet a 1 1 aide 
d 1 amorces microsatellitaires. 
20 

amplification avec le Kit Expand*" High 
Fidelity PGR System 

. Avec les amorces 17.5 Rl/17-52 

25 

ADN genomique : 1 /xg 
Oligos prendre : 0,3 /iM 
dNTP : 8 fil 

qsp H 2 0 50 fil 
30 On ajoute 50 fil de Mix 2 en mSlangeant. 
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15 



Mix 2 ; 0/75 /il d' enzyme 

10 /il TP10X avec MgCl 2 
qsp H 2 0 50 ill 
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Programme d'amplif ication : 

30 Cycles 

94°C 94°C 65°C 72°C 4°C 
2" 30' ' 1' 1 1 

• Avec B-FI/B-FI, R : 

ADN genomique : 1 /tg 
Oligos prendre : 0,3 /*M 
dNTP : 8 ill 
qsp H 2 0 50 fil 

et aj outer 50 fil de Mix 2 en m61angeant . 

Programme d 1 amplification : 

30 Cycles 

94°C 94°C 60°C 72°C 4°C 
2» 30" 1' 1' 

revelation par electrophorSse sur gel 
d 1 agarose ou par s§quen<jage. 

Le test a 6t£ appliquS & 9 haplotypes de 

poulet, select ionnes serologiquement pour le complexe B. 

II s'agit des haplotypes B4, B5, B7, B12, B13, B14, B15, 
B21 et d'un haplotype inconnu BX. 

Plusieurs individus d 1 un meme type ont ete 
Studies pour B12 (6 individus) , B13 (3 individus) , B14 (4 
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individus) , B21 (4 individus) et un seul individu pour 
les autres haplotypes. 

La figure 9 donne une photo d' elect ropiior&se 
sur gel d 1 agarose a 1 % des produits de PGR obtenus $. 
1' issue de I'etape d* amplification. 

Les pistes 1 et 27 correspondent aux raarqueurs 

de taille et les pistes (2 & 2 5) aux produits de PGR des 
haplotypes suivants : piste 2 : B4 ; piste 4 : B5 ; piste 

5 : B7 ; pistes 6 4 11 : B12 ; pistes 12 , 13, 14 : B13 ; 
pistes 15, 16, 17, 18 : B14 ; piste 19 : BIS ; pistes 20, 
21, 23, 24 / B21 / piste 25 : BX (absence de detection 
pour les pistes 3 et 22) . 

L * examen de cette figure montre que les 
individus qui ont l'haplotype B12 donnent une meme bande 
et sont done bien homogSnes, La meme observation 
s» applique aux individus B14 . En revanche, avec B21, on 
constate que les profils sont diff brents, ce qui dSmontre 
1 1 inef f icacite de 1 'approche sSrologique ♦ Compte-tenu de 
la position de la bande de BX, on determine qu'il s'agit 
d'un Ixaplotype B4. 

L ' application pratique de cette mSthode revient 

6 soumettre les individus naturellement resistants au 
protocole decrit ci-dessus en prenant en compte les deux 
systSmes Rfp-Y et B du CMH et £L ne selectionner parmi des 
animaux a tester que ceux dont le profil correspond §. 
celui des animaux resistants. 

L 1 invention fournit ainsi les moyens de 
verifier I'homogSnSite des animaux et d'effectuer des 
selections rigoureuses en prenant en compte chaque 
syst&me du CMH, et dans ces systdraes les genes 
recherches . 
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REVINDICATIONS 

1/ Molecules d'acides nuclfiiques Isoldes de 
leur environixement naturel , de genes codant pour des 
5 prot§ines impliqu£es dans le contrfile de la resistance ou 
de la susceptibilite au developpement de tumeurs chez le 
poulet, telles que celles de la maladie de Marek, et de 
regions apparent€es auxdits genes caracteris^es en ce 
qu'elles prSsentent les sequences d'acides nuclSiques de 

10 gdnes du systeme B ou du syst&ne Rfp-Y, correspondant au 
complexe majeur d 1 histocompatibility des oiseaux 
d'elevage S 1' exception des sequences des genes de classe 
II B-L, du gene 17,5, du gene 12.3 et du gene B-FIV de 
classe I, ou sont capables de s'apparier avec l'un des 

15 brins d'un gene capable de coder pour une proteine telle 
que definie ci-dessus dans des conditions faiblement 
stringentes * 

2/ Molecules d'acides nucleiques selon la 
20 revendi cation 1, caract6ris£es en ce qu'elles r^pondent a 
l'un des enchainement s suivants : 

. enchainement du syst&ne Rfp-Y 

B-FV (figure 1), B-PVI (figure 2) ; 
25 . enchainement du systeme B, 

8.4 genomique (figure 3) ; B-FI (figure 4) ; 
C121 (figure 5) , DM (figure 6) , TAP1 (du d£but de I'exon 
2 a 1' extremity 3 1 ) (figure 7), et TAP2G (figure 8) . 

30 3/ Molecules d'acides nuclSiques selon la 

revendi cation l ou 2, caractSrisees en ce qu'elles 
correspondent a une partie des sequences d6finies dans 
les revendications 1 ou 2, cette partie £tant spScifique 
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et discriminante pour un gene donn€ des syst&mes B et 
Rfp-Y. 

4/ Molecules d'acides nucleiques selon la 
revendication 3 f caracterisees en ce qu'il s'agit de 
molecules d' oligonucleotides correspondant a une partie 
de region polymorphe des systemes du complexe majeur 
d' histocompatibility du poulet* 

5/ Molecules d'acides nuclSiques selon la 
revendication 4, caracterisees en ce qu'il s'agit de 
molecules d' oligonucleotides correspondant & une partie 
d 1 exon . 

6/ Molecules decides nucleiques selon la 
revendication 4, caracterisees en ce qu'il s'agit de 
molecules d 1 oligonucleotides correspondant & une partie 
de region polymorphe qui n'est pas li§e & la fonction des 
systSmes du CMH, telle que les regions 
microsatellitaires * 

7/ Methode de genotypage d'oiseaux d'Slevage et 
notairanent du poulet, caract6ris6e en ce qu'elle comprend 

1' amplification d'un 6chantillon d'acide 
nucleique provenant de 1' animal a etudier & l'aide d'un 
ou de plusieurs couples d 1 amorces capafales de s'hybrider 
specif iquement avec l'acide nucleique d'une region 
polymorphe des systemes Rfp-Y ou B du CMH desdits 
oiseaux, 

et 

- la detection des produits de PCR obtenus. 
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8/ Methode selon la revendication 7, 
caracterisee en ce que les amorces sont elaborees a 
partir des molecules selon I'une quelconque des 
revendi cations 3 a 6, et de tout gene (et region 
apparentSe) codant pour une proteine impliqu§e dans le 
controle de la resistance ou de la susceptibility aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notamment de poulet, parti culierement les gSnes de classe 
II B-L, 17.5, 12.3 et B-FIV. 

9/ MSthode selon la revendication 7 ou 8, 
caractSrisfie en ce que la detection des produits de PCR 
est effectuee par sequengage. 

10/ Coffret ou trousse pour le genotypage 
d'oiseaux d'Slevages et notamment du poulet, caracterisS 
en ce qu'ils comportent les reactifs n&cessaires pour la 
realisation d'au moins une PCR et du test de revelation, 
selon la methode de la revendication 8 ou 9, en 
particulier les amorces elaborees a partir des molecules 
d'acides nucleiques selon l'une quelconque des 
revendications 3 a 6 * 
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Figure 1 

BF V 
B-F V 

GGC CCC GGG ATG CCG CGG TTC GTG ATC GTC GGG TAG GTG GAC GAC AAA ATC TTC GGT 
ACC TAG AAC AGT AAG AGC AGG ACT GCA CAG CCT ATC GTG GAG ATG CTG CCG GAG GAG 
GAC CAG GAG CAC TGG GAC ACG CAG ACC CAG AAG GCG CAG GGC GGT GAG CGG GAT TTT 
GAC TGG AAC CTG AAC AGG CTG CCG GAA CGC TAC AAC AAA AGT AAA GGT GAG CGT GGG 
GGA AGC TGC AGC GCG ATG CGT CTG GGA CAG GAG CTC TGT GTG CCG AGG GTG TCC GCC 
AGC CCC ACT GAG GTG TGG CCG TGC CCC ACG CCC AGC TGT GCT GGG CCG TCC ATG TGT 
GGT GGC ACT GTC CCT GGG CCG CCC TGC TCC TGC GCC CAC CCA CCC CAC CCC AGC CTC 
ATG GCA CTC GCG GTG CCC CAC AGC CCT AGA AGC CTC TCA CCT ATT ACT CTG GCT GTG 
CCT CAG GGT CTC ACA CGA TGC AGA TGA TGT TTG GCT GTG ACA TCC TGG AGG ACG GCA 
GCA TCC GAG GGT ACG ATC AGT ATG CAT TTG ATG GGA GGG ACT TCC TTG CCT TTG ATA 
TGG ACA CGA TGA CGT TCA CCG CGG CGG ATC CAG TGG CTG AAA TCA CCA AGA GGA GAT 
GGG AGA CAG AAG GGA CGT ATG CTG AGA GAT GGA AGC ATG AGC TGG GGA CTG TCT GTG 
TTC AGA ACT TGA GGA GAT ACC TGG AGC ATG GGA AGG CAG CGC TGA AAA GGA GAG GTG 
AGG ATG GGA GGG GGA CGT GGG GCT GGG CTG GGT GTG GGG CAG AGG CTC AGT GTG GGG 
TGC TCA GCC CGG CCC ACA ACG TCA CCC ACC TGC AGT GCA GCC CGA GGT GCG AGT GTG 
GGG GAA GGA GGC CGA TGG GAT CCT GAC CTT GTC CTG CCA CGC TCA CGG CTT CTA CCC 
GCG GCC CAT CAC CAT CAG CTG GAT GAA GGA CGG CAT GGT CCG GGA CCA GGA GAC CCG 
CTG GGG GGG CAT CGT GCC CAA CAG CGA TGG CAC CTA CCA CGC CTC GGC TGC CAT TGA 
TGT GCT GCC GGA GGA TGG GGA CAA GTA TTG GTG CCG CGT GGA GCA CGC CAG CCT GCC 
CCA GCC TGG TCT CTT CTC ATG GGG TGA GCT GGC AGC GTG GGG CAC GTG GGG TTG GGA 
TTC GCA GGC TGC CCC TTC CTT TAC TGA CAA CGG CGC TCT CCT CCA GAG CCG CAG CCC 
AAC CTG ATT CCC ATT GTG GCA GGG GCG GTC GTT GCC ATC GTG GCT GTC ATC GCT GCG 
GTC GTT GGA TT 
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Figure 2 



B-FVI 



GGC CCC GGG ATG CCG CGG TTC GTG ATC GTC GGG TAG GTG GAG GAC AAA ATC TTC GGT 
ATC TAG GAC AGT AAG AGC AGG ACT GCA CAG CCC ATC GTG GAG ATG CTG CCG CAG GAG 
GAC CAG GAG CAC TGG GAC GCG CAG ACC CAG AAG GCC CAG GGC GGT GAG CGG GAT TTT 
GAC TGG TTC CTG AGC AGG CTG CCG GAA CGC TAC AAC AAA AGT GGA GGT GAG TGT GGG 
GGA AGC TGC AGC GCG ATG CGT CTG GGA CAG GAG CTC TGT GTG CCG AGG GTG TCC GCC 
AGC CCC ACT GAG GTG TGG CCA TGC CCC ACG CCC AGC TGT GCT GGG CCG TCC ATG TGT 
GGT GGC ACT GTC TCT GGG CTG CCC TGC TCC TGC GCC CAC CCA CCC CAC CCC AGC CTC 
ATG GCA CTC GCG GTG CCC CAC AGC CCA AGA AGC CTC TCA CCT ATC ACT CTG ACT GTG 
CCT CAG GGT CTC ACA CGA TGC AGA TGA TGA TCG GCT GTG ACA TCC TGG AGG ACG GCA 
GCA TCC GAG GGT ACG ATC AGT ATG CAT TTG ATG GGA GGG ACT TCC TTG CCT TTG ATA 
TGG ACA CGA TGA CGT TCA CCG CGG CGG ATC CAG TGG CAG AAA TCA CCA AGA GGA GAT 
GGG AGA CAG AAG GGA CGT ATG CTG AGA GAT GGA AGC ATG AGC TGG GGA CTG TCT GCG 
TTC AGA ACT TGA GGA GAT ACC TGG AGC ATG GGA AGG CGG CAG TGA AAA GGA GAG GTG 
AGA ATG GGA GGG AGA CGT GGG GCT GGG CTG GGT GTG GGG CAG GGG CTC AGT GTG GGG 
TGC TCA GCC CGG CCC ACA ACA TCA ACC ACC TGC AGT GCA GCC CGA GGT GCG AGT GTG 
GGG GAA GGA GGC CGA TGG GAT CCT GAC CTT GTC CTG CCA CGC TCA CGG CTT CTA CCC 
GCG GCG CAT CGC CAT CAG CTG GAT GAA GGA CAG CAT GGT CCA GGA CCA GGA GAC CCG 
CTG GGG GGG CAT CGT GCC GAA TAG GGA TGG CAC TTA CCA CAC TTC GGC TGC CAT TGA 
TGT GCT GCC GGA GGA TAG GGA CAA GTA TCG GTG CCG CGT GGA GCA CGC CAG CCT GCC 
CCA GCC TGG CCT CTT CTC TTG GGG TAA GCC TGG CAG CGT GGG ATG TGT GGA GTT GGG 
ATT TGG GGG CCG CCC CTT TGT TTA CTG ACA ACG GTG CTC TCC CCC AGA GCC GCA GCC 
CAA CCT GAT CCC CAT TGA GGC TTG GCT GGT CGT CCC CTT GGT GGT TCT CTT CGT TGC 
TTT GAT TGC ATT 
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8. 4 gdnomique Figure 3 

GGA TCC GGG GTG GGT GGC AGT GGC TGT GTT TAG GTC GGC CTG TGG GGA AAG 
CCG GGT TGT CCC ACC CAT GTC CCC TCT TCC AAC ACT GTT CCT GAA TGA GTT 
TTC CCT CTC CGA CCC TTT TTT TAA TGG GTT TCA GGG ATT TAA AAT TAA TAT 
TGA CGA AGT GAC GGA GGG GGT GGG GCC ACA GCG GAG CCG AAA GCG AAA GC A 
GCG GAG AGC AAT GGC TGC GGG GCT GCG GCT GCT GCT GGC GGG TGA GAC CCG 
ACC CCC CCC GGC CCC CTC ATG TCC CAC CAC CCA TAT CGC CCC CCC CCC TCC 
TCC TCG CCC CAT GCT GAG CCT CTC CCC CAC CCC CAG GGC TCT GCT GGT CCC 
AAT TTA GGG TGG AAG ACG CCG CCT CCC CTC CGC CCC CCC CCG CTC CGG TGC 
GCT GCG CGC TGC TGG AGG GGG TGG GGC GCG GGG GAG GGC TGC CGG GGG GGG 
GCA ATG CCC GTC CTG CAC TGC TGC GCT TTG GGG GGG ACG CGG AGA CCC CTC 
CCG AAC CCG GCC CGG AGC CCG AAG TCA CCT TCA ATG TCA GCG GTA CGT GGG 
GAC CCC CGT CAC TGT GCT GTG CGC CTC CTT TAT CCC CAC CCC CCT CCA TGT 
CCC CAT CTC CTT TAC TTC CCA CAA TGC TCC CAT CCC CCC CAG AAT GTC CCC 
AGA GTC CCC CAA ACC CCC ATG ACC CCC CCC ACG ACC CCT GGT TCC CAT TAC 
CCT CTC ACG TCC CCC AGT GTC CCC AAG ATT CCC ATT ACT CCC CGT ATC CCC 
ATT ATC CCC AAA ATG TCC CCC AAT GTT CCC ATC ACC CCA ATG TTC CCA AGG 
TCC CTA TCG CTC CTC AAT GTC GCT ATG ATC CCT ATT CCC AAA ATG TCA CCA 
ATG TCC CCA AAA TCC CCA TTA TCT CCC ACC TCT CCA AAG TCC CCA AGA TCC 
CCA TTA CCC CCA ATA TCC TCA TTA CAC CCC AAA TGT CCC CAA TGT CCC CTC 
CAT GTC CCC CAG AGA CCC CAT TAG CCC CAA TAG CTC CCA AAC TGT CCC CAG 
TGT CCC CAT TAA CCC CAA AAT GAC CCC ATT ACG CCC CAC ACC CCT CCC AAC . 
CCC ATG CCC TCA GAC CCC TTC ATC CCT CTC ACT CCT CTC TCC CTC GCA GAC 
CCC TGG GGG ACT CTA GCC CCA CTC GGG TCC CCC CCC GGA CTC CCC CCA GCT 
GCG AAC TGA ACC CCA CGA ACC CCC AGA CCG GCT CTG ACC CAT GGA GCC GCC 
CTC TGC ACC CCG ACG CCC GCA GCC CCC CAA CCG CGG GGG GGC AGT GGT GGG 
TGG CGG CGG TGG GGA CCC CGC AGT ACG GTG TCA CTG CGC TGC TGC AGG GGG 
GGA TGG GCA CAG AAG GAA CCA TCA CTG CCG CCG GTA AGG GGG AAC TTG GGG 
TGT CCC TCC CTG GGT GTC CCC ATG TCC CTA TCT GTC CCC CAG TGT GTC CCC 
ATT TGT CCC CTC CTC TGC ATG TGT CCC AAT GTC TCC ATA CAT CCC ATA ATA 
ACC ATA TGT CCC CAC TCA TCC CCA TAT TCC CCA TGT GTC CCC ATA TCC CCA 
CAC ATC CCA GTG TGC CCC AAC ACA TCC CCA TGT GCC CCC CCC CAT GCA TCA 
CTA CCA TCC CCC TAT CCC CCA AGT GTC CCT GTG TCC CTG CAG TTT CTC CCT 
GTC CTC ATG TGT TCC CAT GTC TCC ATG TCA CTG TGT CCC CGT GTC CCC ACA 
CAT CAC CAT GCC CCC CAC TGC AGC GCC CCC ATG TCC CTT CAC CTC TCC ATG 
TCC CCC AGT GTC CCC TAT CCC CTC ATT GTC CCC ATG CCC CCT CAC CTC CCC 
GTG TCC CCC GTG TCC CTA TGT TCC CCT GGT GTT TCC ATG TCC CCT CAT GCC 
CCC ATG TCC CCT CAT GTC CCC ATA TCC CCC AGT GTC CCC ATG TCC CTT CAC 
CTC CCC ATG TCC CCC AAT ATT CCC ATA TCC CCT CAC CTG CCC ATT TCC CCC 
CGA TGT TCC CAT GTC CCC GCA CCT CCC CAT GTC TTC ACA GTG GCC CTG GCG 
GTG CTC ACC CAC ACC CCG ACC CTC CGG GCC CGT GTG GGG TCC CCC ATC CAC 
CTG CAC TGC GCC TTC GCT GCC CCC CCA TCC TCC TTT GTC CTC GAG TGG CGT 
CAC CAG AAC AGG GGT GCG GGG AGG GTC CTG CTG GCC TAT GAC AGT TCC ACC 
GCC CGC GCC CCC CGC GCC CAC CCC GGG GCC GAA CTG CTG CTG GGG ACA CGG 
GAT GGG GAC GGG GTG ACA GCG GTG ACA CTG CGG CTG GCG CGG CCA TCA CCG 
GGG GAT GAG GGC ACC TAC ATC TGC TCC GTG TTC CTG CCC CAC GGG CAC ACA 
CAG ACA GTG CTG CAG CTC CAC GTC TTT GGT GCG TCC ATG TGG GGC AGG CGG 
TGT TCC TAT GGG GTG TGG GGT TGG GCA GTG TTC CTA CGG AGT GTG TAT GAC 
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AGG GTG GAT GGG ACT GGG TGG TAT TCC TAT GGA GGC TAT AGG GTG GAT GGG 
ACC GGG TGG TAT TCC TAT GAG GAC TAT AGG ATG GGG TGG CAT"€AT CCC ATA 
GTT CAC CTG TAG GTT TAT AGG GGG GGA TGA GCC CTA TAC AGC GTA TGG GCT 
ATA TGG ACC GAT GTC CCC CCA CAT GTC TCC AGA GCC CCC CAA GGT GAC GCT 
GTC CCC GAA GAA CCTGGT GGT GGC CCC GGG GAC GTC AGC AGA GCT ACG CTG 
CCA GTC TGG CTT CTA CCC CTT GGA TGT GAC GGT GAC GTG GCA GCG CCG CGC 
CGG GGG CTC GGG GAC ATC ACA GTC ACC CAG GGA CAC AGT GAT GGA CAG CTG 
GAC TTC AGG TCA CCG CCA GGC AGC CGA TGG AAC CTA CAG CCG GAC GGC GGC 
AGC ACG GCT GAT CCC CGC ACG CCC CCA ACA CCA CGG GGA CAT CTA CAG CTG 
CGT TGT CAC CCA CAC TGC ACT GGC CAA ACC AAT GCG TGT CTC CGT CCG ACT 
GCT CCT GGC TGG TGA GGG GGG ATG TGG GGA TAT TGG AAA CAC GTG GAG GTA 
TTG GGA TGC TGG GAC CAT GGT TAG GAG GGT CTG AGG GAC ATC AGG ACC ATG 
GCC TGG GAC AAT GGG AGA TCA TGG ATT TGG GTT GGG GAC CCC ACC CAG GAT 
GGT GAC ACT GTG CTT AGG GCT GTC GTT GTC CCC ACA GGC ACC GAG GGA CCG 
CAC CTG GAG GAC ATC ACG GGG CTC TTC TTG GTG GCC TTT GTC CTC TGT GGC 
CTC ATC CGT TGG CTC TAC CCT AAA GGT GAG TGC TGT TCC CAC ATC CCA GTG 
CCC CCA CAT CCT CAC ACC CCA ATA TCC CAA TGG CCC ATG TCC CCA TGA GCA 
ATG TCA CTA TGT CCC AAT ATC CTA ATG ATG CTG TGT ACC CAT GTG TCC CCA 
TGT CCC TAT TCC ACT CAC TCT TTC TCT CCC CTC AGC TGC ACG ACC CAA AGA 
GGA AAC CAA GGT AAC ATT CCT CCC CAA AAA CCC CAA ATC CCC CAA AAC ACC 
TCC AAG CAC CCC AAA ACT CAC CAT TCT CAT TCC CCC CCC CCC CCC CCC CCC 
CCC CAT GCC TTG CAG AAA TCG CAG TGA CCT CCA CTC CAG CTC TCA GCA CCT 
CAG CTC CAG ATA AAG AGT TTT TCA CCC CAA AGT TAT ATA TGT GTG GTG GTG 
TCC CCA CAG ATC TGG GTG CAG AGG GGG GAG AAA TGG GGG CAA ACT GGG AGC 
AGT GGG AGC AGT GGG AGG AAG TCC TGG GTT GGT GAG GCA GAT GAG TGG CAC 
CTG GGG ACA TCT GGG TGC CAT CCC TTG TGG ACA TCT GGG TGA CAC TGC ATT 
GCC TTG GGT GAC ATT GGG ATC CTC AGG TCA CTG CAG 
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Figure 4 

B-FI 

GT CGACGGGAT CTGGATAGGT CGT CAGT CAT CCTAATTAAGGAGGGACAACAGTGAATGGG 
GAGGAG CCGATGACT CAGG CTGGGAGTGGTGAT CCCAGAGGTTT CCT CTG CTGT CAGTGAC 
T CCGTG CTTT CG CTTT CGCTT CACAACCTGAGGGAG CG CATT CTGCCTGG CG CCCGATGAC 
GT CACATAAACCCCCGACTG CCAT TGG CGGAGAGG CGACGGAGGAG CCAATGGGGG CG CGG 
GG CGGGG CGGAGGAGTAGGAAAAG CTGAAGGACGTG CG CTGGGTG CGGCGGACTTGAGAGT 
G CAG CGGTGTGAGGCGATGGGG CCGTG CGGGG CG CTGGGCCTGGGG CTGCTG CT CG CCGCC 
GTGTG CGGGG CGG CGG CCGGTGAGTG CGG CCGGACCGGGACCCCT CCCCG CCTGTAACCCC 
R.CCCCGGG CTGTG CCCGTGGGATCCT CAGACCCCCACCCG CGGCT CACGG CCTCG CTGCCG 
T CCGCCCCCG CAGAG CT CCATT CCCTG CGGTACGT CCATACGGCGATGACGGAT CCCGG CC 
CGGGG CTG CCGTGGTT CGTGGACGTGGGGTACGTGGACGGGGAACT CTT CGTG CACTACAA 
CAG CAC CG CG CGGAGGTACGTG CCC CG CACCGAGTGGATGG CGG CCAACACGGACCAG CAG 
TA CTGGGATGGACAGACG CAGAT CGGACAGGG CAATGAG OGGAGTGTGGAAGTGAGCTTGA 
ACACACTGCAGGAACGATACAACCAGACCGGCGGTG^ 

GGGTGTGGGATGGG CT CCATGGCG CAGTGCCG CCCACACCCCCCAGGCCTGG CCCTG CCCG 
GCGGCACCGTCCCGGGGCTGCCCGTCACAGCCCCACCGCGCTCXK3GGTGCCGCGTCCCGGG 
GGGACCCCAACCCAT CCCCG CTGCIAGTGGGAGCCCGGAGCCGGAGGGGCCCCTCACCCCCT 
GCCCGG CTGTGTTT CAGGGT CT CAAA GGGTG CAG CTGATGTA CGG CTGTGA CAT CCT CGAG 
GATGG CACCAT CCGGGGGTAT CAT CAGACAG CCTACGATGGGAGAGACTT CATTGCCTT CG 
ACAAAGG CACGATGACGTT CACTG CGGCAGTT CCAGAGGCAGGTT CCCAC CAAGAGGAAAT 
GGGAGGAAGGAGGTGTTGCTGAGAGGTGGAAGAGTTACCTGGAGGAAACCTGCGTGGAGGG 
G CTG CGGAGAT? TGTGGAATACGGGAAGG CTGAG CTGGG CAGGAGAGGTGAG CGGGGT CGG 
GGTGGGGGGGGGGGGGGG CGGACG CAGTGTGGGGT CGGACGTGGGG CGGGGGCT CAT CGTG 
GGGKG CT CAG CCCGG CCCT CACTG CCG CCCACCCACAGAGCGGCCTGAGGTG CGAGTGTGG 
GGGAAGGAGG CTGACGGGAT CCTGACCTTGT CCTG CCG CG CT CAOGGCTT CTACCCG CGG C 
CCAT CGCCGT CAGCTGGCTGAAGGACGG CG CGGTGCGGGGCCAGGACG CCCAGT CGGGGGG 
CATCGTGCCCAACGGCGACGGCACCTACCACACCTGGGT CACCAT CGATGCGCAGCCGGGG 
GACGGGGACAAGTACCAGTG CCGCGTGGAG CACGCCAG CCTGCCCCAGCCCGGCCT CTACT 
CGTGGGGTGAGTGAGGGGATGTGGGG CTGGGGGG CTG CGGG CTGCCCCTT CCCCTGCTGAT 
GG CCCCG CT CT CCCCCAGAG CCG CCACAG CCCAACCTGGTG CCCAT CGTGGCGGGGGTGGC 
CGT CG CCATTGTGGCCAT CG CCAT CGTGGTTGGTGTTGGATT CAT CAT CTACAGACG CCAC 
G CAGGTAAAAG CAGAGGGGTG CAGG CGGG CAGTGGGGG CTGTAGGGGGAT CTGGGT CCCCC 
CTTGGGAGCCCCCAACCTGGCTGTGATGTGAACCTGTGATGAAG CAT CTCT CTGT CTGCAG 
GGAAGAAGGGGAAGGG CTACAACAT CG CG CCCGGTGAGTGATGAGGG CAGCG CTGT CCCCC 
ACCT CTG CCCAGTG CCAGGGTGGT CCTGGGGT CCCTG CT TT CT CCCAAGGTACCCATT CCT 
GGTG CTTGGGG CTG CT CCATG CCCCATAGGGAG CACAGGGCTGGAT CT CACAG CTGTT CCT 
CCCTTATAGACAGGGAAGGTGGAT C CAG CAG CT CGAG CA CAGGTG CGGTGTGGGG CTGTGG 
GTTGGGAGGGGT CCGTGTG CT CT CTGTGGTACTG CCCAGGG CTGGG CTATG CTGGGGCT CT 
GCGGGGAGACCCCCGGAGCAGAGGGTTGGGATGTGAACCTGGCCCCGTGGGACATCATCCC 
TT CT CAT CCCACAGGGAG CAACCCCG CCAT CTGAGTG CTGTG CTT CAG CCTG CAAGGAG CC 
AACAGT CCACACCAG CATTTGGGGT CGGTGATGGACACAG CCCCAT CCT CCTGACCT CT CA 
CAT CT CATT CTG CTT CCTATG CTGA CTGTTATG CTTTGC CTG CACTG CTT CCTGTGAAATA 
AAATGATGGG CCATT CTGTGCT CAG CTTG CCTG CATT CTG CACAGTGCTGTGGTTGGGGAT 
GGGGTGGGTGAGAGGACCGTGTCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGCT 
GAGTACCCACTG CCCT CCCCCCCTAT CTG CCTG CTGCT CACT CCCCCT CCTGTACCCCCAT 
CCCrTCTCACCTCTCCTCTGTGAACCCCATGCTGGTGGTTGCTTGCTCCCTGTCCTGGCAG 
AACT CT CATT7T CCCAATGGCAT CCCTGGGTGTTGGGATGTGGT CT CCTTGGT CCT CCCCC 
CAG CAGT CACTG CACATAT CCCCCC CACTT CCCCCCTAGGTTGTTGT CCCA CAG CACT CCT 
ATTTCCCTCTCCC^CCCCCCCCCCCCCCCCCCGCCCATCCAGCTGCCTCTGCAATCCTCAC 
CCTTG CCCACACACAACTTTG CG CA CT CCACCT CCCT CAT CCCG CCCTT CCCCCAG CT CT C 
CTGTCCCTGCTGGCCCCCCTCCCCCCCCCCCATTGrACCCTACACCCAAATAAATATGTTT 

GTT CTG CTG CCCT CCAGJgffi flj Bi^^EI&i^i^Li^ 1107721,70 ^^ CG 
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T CCG CT CTT CACCCTGGGGGGAAGGGG CT CTGGGGGT CCCT CATTCT CCCTG CACTT CTTA 
CAG CP. C CGGGA CT CC CG CG CT GAGAT C C CAT CA CA C C CGGG7ACAAA CATG CGG CT T TATT 
CCCAGTTCTGTGTCCCACCCCCGGCCCTGGTGGCACT CAGTGGCACCGCAGT CCATGCAGT 
GGCCGTTGTGTGTCGTACAGCAGCGGTACC 
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12. 1 Figure 5 

ATATATGAGT.AAACTTGGTCTGACAGTTACCAA.TGCTTAATCAGTGAGGC 

ACCTATCTCAGCGATCTGTCTATTTCGTTCATCCCATAGTTGCCTGCAAC 

TCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCC 

AGTGCTGCAATGATACCGCGAAGACCCACGCTCACCGGCTCCAGATTTAT 

CAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCA 

ACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGT 

AAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTGCAG 

GCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGT 

TCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGC 

GGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAG 

TGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATG 

CCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATT 

CTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAACAC 

GGGATAATACC GCGC C AC AT AGC AGAACTTT AAAAGTGCTC ATC ATTGGA 

AAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATC 

CAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTrTTA 

CTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCA 

AAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCT 

TTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGAT 

ACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACA 

TTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGAC 

ATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTTCAAGAAT 

TCCCGCCCGTAGCGCGCGCGCACCAGCCGGCATCGCACCCGAGCACCAGC 

TCCCCCGTCGTCCAGATGCCCACGGGCCACGTCGAGGCCGACGGGGAGAA 

ATACACGTACCTACCTGGGGATCTCAACAGGCCCCGGGTGGCCAACCAGG 

TCGTGGACGCGTTGTGCAGGTGCGTGATGTCCAGCTCCGTCGTCGGGTGC 

CGCCGGGCCCCAACCGGCGGTCGGGGGGGCGGTGTATCACGCGGCCCGCT 

CGGGTGGCTCGCCGTCGCCACGTTGTCTCCCCGCGGGAACGTCAGGGCCT 

CGGGGTCAGGGACGGCCGAAAACGTTACCCAGGCCCGGGAACGCAGCAAC 

ACGGAGGCGGCTGGATTGTGCAAGAGACCCTTAAGGGGGGCGACCGAGGG 

GGGAGGCTGGGCGGTCGGCTCGACCGTGGTGGGGGCGGGCAGGCTCGCGT 

TCGGGGGCCGGCCGAGCAGGTAGGTCTTCGGGATGTAAAGCAGCTGGCCG 

GGGTCCCGCGGAAACTCGGCCGTGGTGACCAATACAAAACAAAAGCGCTC 

CTCGTACCAGCGAAGAAGGGGCAGAGATGCCGTAGTCAGGTTTAGTTCGT 

C C GGC GGCGC C AG AAATCC GCGC GGTGGTTTTTGGGGGTC GGGGGTGTTT 

GGCAGCCACAGACGCCCGGTGTTCGTGTCGCGCCAGTACATGCGGTCCAT 

GCCCAGGCCATCCAAAAACCATGGGTCTGTCTGCTCAGTCCAGTCGTGGA 

CCTGACCCCACGCAACGCCCAAAATAATAACCCCCACGAACCATAAACCA 

TTCCCCATGGGGGACCCCGTCCCTAACCCACGGGGCCCGTGGCTATGGCA 

GGGCTTGCCGCCCCGACGTTGGCTGCGAGCCCTGGGCCTTCACCCGAACT 

TGGGGGGTGGGGTGGGGAAAAGGAAGAAACGCGGGCGTATTGGCCCCAAT 

GGGGTCTCGGTGGGGTATCGACAGAGTGCCAGCCCTGGGACCGAACCCCG 

CGTTTATGAACAAACGACCCAACACCGTGCGTTTTATTCTGTCTTTTTAT 

TGCCGTCATAGCGCGGGTTCCTTCCGGTATTGTCrCCTTCCGTGTTTCAG 

TTAGCCTCCCCCATCTCCCGGGGTGGGCGAAGAACTCCAGCATGAGATCC 

CCGCGCTGGAGGATCATCCAGCCGGCGTCCCGGAAAACGATTCCGAAGCC 

CAACCTTTCATAGAAGGCGGCGGTGGAATCGAAATCTCGTGATGGCAGGT 

TGGGCGTCGCTTGGTCGGTCATTTCGAACCCCAGAGTCCCGCTCAGAAGA 

ACTCGTC AAG^GGCG^A^^,^^^^ {REQLE 26) 
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TGGGGTCCTCTTTGGTCTGATGGAGAGAGGTTGGCACCAGGGTAAGTCGC 

TGCCTACATCACCACTGCTGTTTTGTCTCAGCAGCTGGTGTAAATTTCTG 

CCATCTGGGCTATTTCTGTAGAAAGCAAAGAAGCTCTGCTGGTGGGCAGC 

TCATCTCCCAGTGTGAAAAAGCAAAATGCAACGCATGCACCCTGCTATCC 

ATGTGGBCCYAKCCCTCTCCATCAGCTGTTGAAGGAGAAATCTGCACTCA 

GAAGAGATTGAATTGGGCTCAGATCTGGCTTGGGAAGATGATGATTCCAA 

CCAGAGTCCAGGAGACTTTGGGGAATGCATGAATCCTATAGGAAAATGGA 

TAACCCTTCATCCAAGAGCAAGCTGGCATGATGCTCTGGGGTGAAAACCC 

ATAATGCCACCTGGTTTTAAGGTTTGGGGTGGCTTACAATGTGCAGCTCT 

GCTTCCGGCGAGGCACTGGGAGCCCTAAACCCATGGAGAGGTCAAACCAG 

TGCTGGAGGTCATTGTGGGCCCAGCTGCAATGGGAGG TAGGC AATTATGG 

ACATCGCTGAAGCCACCCCACGCTCTGGGGAACTTGGGTTTTCACCTTTC 

ACTGCACTTTAATGGGATTTCTCATCAATGT CTGC ATGTTCTTGGCCACC 

TGTTTAAAAATATAATAATAATAATTAAATCTTTTGCCCCACTGCGGGAT 

GAGCAGCTGGTGGTTCCCAGCTCACAATAAACCACACTTGAGACTCCCTG 

GAGAATTCGCITTCTTTTTGCAGCTGGTTCCATGTKGGGSYKTTCAGCCC 

CTCTGCAGCTCATAGGCTTTTCTTCACAGCCTCTGCTCCACCTATTGCTG 

AAAAGGGGGAAATTTGAGATGGATCCCATTTTGTGAACATCTCCCMACCT 

GTGGGTAATGCTCAGACCTCTCAGCCCTGTGGGTTTAATTTCTCTTTCTG 

CAGCTTAATGGGTTGGGGATGTTCATTACTGCAATAATTAGTGATGGGAT 

AGGGGAGGCAGGAGAGGATCCCGTCGACCGATGCCCTTGAGAGCCTTCAA 

CCCAGTCAGCTCCTTCCGGTGGGCGCGGGGCATGACTATCGTCGCCGCAC 

TTATGACTGTCTTCTTTATCATGCAACTCGTAGGACAGGTGCCGGCAGCG 

CrCTGGGTCATTTTCGGCGAGGACCGCTTTCGCTGGAGCGCGACGATGAT 

CGGCCTGTCGCTTGCGGTATTCGGAATCTTGCACGCCCTCGCTCAAGCCT 

TCGTCACTGGTCCCGCCACCAAACGTTTCGGCGAGAAGCAGGCCATTATC 

GCCGGCATGGCGGCCGACGCGCTGGGCTACGTCTTGCTGGCGTTCGCGAC 

GCGAGGCTGGATGGCCTTCCCCATTATGATCTTCTCGCTTCCGGCGGCAT 

CGGGATGCCCGCGTTGCAGGCCATGCTGTCCAGGCAGGTAGATGACGACC 

ATCAGGGACAGCTTCAAGGATCGCTCGCGGCTCTTACCAGCCTAACTTCG 

ATCATTGGACCGCTGATCGTCACGGCGATTTATGCCGCCTCGGCGAGCAC 

ATGGAACGGGTTGGCATGGATTGTAGGCGCCGCCCTATACCTTGTCTGCC 

TCCCCGCGTTGCGTCGCGGTGCATGGAGCCGGGCCACCTCGACCTGAATG 

GAAGCCGGCGGCACCTCGCTAACGGATTCACCACTCCAAGAATTGGAGCC 

AATCAATTCTTGCGGAGAACTGTGAATGCGCAAACCAACCCTTGGCAGAA 

CATATCCATCGCGTCCGCCATCTCCAGCAGCCGCACGCGGCGCATCTCGG 

GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCA 

CAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAA 

GATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCG 

accctgccgcttaccggatacctgtccgcctttctcccttcgggaagcgt 

ggcgctttctcatagctcacgctgtaggtatctcagttcggtgtaggtcg 

ttcgctccaagctgggctgtgtgcacgaaccccccgttcagcccgaccgc 

tgcgccttatccggtaactatcgtcttgagtccaacccggtaagacacga 

cttatcgccactggcagcagccactggtaacaggattagcagagcgaggt 

atgtaggcggtgctacagagttcttgaagtggtggcctaactacggctac 

actagaaggacagtatttggtatctgcgctctgctgaagccagttacctt 

cggaaaaagagttggtagctcttgatccggca4acaaaccaccgctggta 

gcggtggtttttttgtttgcaagcagcagattacgcgcagaaaaaaagga 

tctcaagaagatcctttgatcttttctacggggt^ 

CGAAAACTCACGTTAj4®9!MiHW^^ 

TCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAA-ATCAATCTAAAGT 
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CCATAATATGCCATTAGAAGTAACACATCCATCAATGATATATCCATAGA 

ATACAAGAGA\CGGTCTACATTTACTTCAGATCCCATTTTCAGGTTAACC 

ATGAAAAAAATACCCAAAGACTGAATGTCACCATTCAGGGATCCCGTGTG 

TAAAATCATGACTTCTGCTTTAATTATAAGAAAAATGAAATTCACTGTTT 

TTATTCTCTTTTAAGATGAACTCTC AAC AGAAGTTGGTGAGTATTTTTCT 

GCCCTCCAGCAAAACCAAAGCATGCAGTTTGCAGTCTGTTTTGGATATAT 

ATTGTACGTGGATATATAACCTGTATGTTATAACACCTCTGGTTTCCTTT 

TCTCCTTCTTTTCCTCAGAAAAACGAGAGAGAAGAATTGGTGAGTATCAA 

ACTTCCCCCCAGAAGTGGACTTTGGTGTGTT GGGAAG ATCCATACCACAA 

CGTTGGTGCCAAACTTAATGGAAATCCTTTGl i 1 1 1 i CCTTATGTTTTCA 

GATGAACTCACTGCAGAGCTCGGTAAGTCGTGATTATAACTCATAACGAG 

TTATAATGCTATTGTTATATATAATATACATATTATATATTGTTGCTATA 

ATTCATAATAGAGCAAACAATCACAAGGCACAGAAATATGGGTTTGCTTT 

GAGAGCCAAACCTTAGGAAGTGATAACACAATGGGAAGAGGACAATGACC 

ATTTCTGTTGTTCCTCTTTTCAGAGCACTACAAGGCAAAAGCAAGTGAGT 

GTCTCCTTCCTCATCTTCAGCACGTGAGAGATTTTGGGGGCTTTTGGGAC 

GGCTATGGGGATTTACACATAATAAAACAGAAGATGAGAAGACAGTTTGT 

TAACTTGAATTCAAACTGGTTTGAAATTGGTGAAATTACAGTATAAATAA 

TCTCC C C AGT AC C C AATTATAC AATGGGATTAATTAC AGCCTGCCC AGGA 

AAGGAGCACTGAATTTTTTCCTGCGTCCA TCCAGCA TGAAGTCCATCAGA 

CTTAAGCTTACAGCTTAAAGAATGGTTCATTTTTTTCATTTAACCCCCTC 

GTAAGTTAAAAGATGGACTTCAGCATCACAGAAGTAGCCCAGAAATAGTC 

AAAAAATGGGTCATGAATTTCCAGAGCACCCCCC CACACTTTCCTTGGT G 

AAT AGGAAAAC AAAT ATT AAAACT AATT AATTGG 1 1 rniTlTCmiTA 

GGAAGATGTTTTGAGGAACACAGTAAGTGCCCTTTTCTCCCrrCTTTAAG 

CATCACTTTTCACTTTAAGTCTGCATCACAGTTAATAATCCATCTCCTTA 

TTATGCATTTITAGGGAGAGGCGAAGAAAAGTTGGGTAAGTCATTTGGTT 

AATTGGGTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTT 

AGTGTCTGCACTGTAGAAATATCCAGGTTAGACGTGTAGGTAGGAAATAC 

TGGACCTGCGTGGAGGTATTGCAGACCCCATTTATGTGTAGGGGAAGCAG 

AACATCAAACTATTGAGCCTTGAGCTCCACGAAGACAAGCCACCCTCTTA 

GATTTCAAGCGAAGTCGAGCTGAATAGATTTAATTCTTTCTTTCCCATAG 

TAAATGTGACTCTGGACCCAGAGACGGCCCACCCTCGCCTCGTCCTCTCC 

AAGGACCAGAAGAGCGTCCGATGGGAATACAGCCTGCAGGAATCCCCCGA 

CGGCCCCGAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCT 

TCACCTCTGGGAGGCACTGCTGGGTGGTGGATCTCACAGAAGGGCAGTAC 

TGCGCCGTTGGGGTCAGCAGGGAGTCCCTGCCCAGGAAAGGAGCCGTCAG 

CTTTAACCCTGATGAAGGCATCTGGGCTGTGCAGCAATGGGGGTTCAAGA 

ACAGAGCCCTCACCTCCCCTCCGACCCCACTGAACCTTCCACGGGTTCCC 

AAAA.AGATCCGCATCTCTCTGGACTACGAATGGGGCGACKTTGGCGTTTTT 

TGATGTGGAGAACCAAATGCCCATCTTCACTTTTCCTCTGACCTCCTTTG 

GTGGGGAGCGGCTCCGGCCGTGGTTCTGGGTGGAGCTGGGCTCCCTCTCA 

CTGCCCAGATAACCCCGGAATCCCTGGAGGTGCTGTGGAGGTGCCTTACA 

GCAGCTCTTCCAGACCGGGGTGGAAAAACTCTCAGGAAAAGCAGCATTAA 

AACCTCATTCTCCCTCTTCCCAGTCAACCATTGTCATGCAAAAGAAAGGA 

AACCCATCCTCAATGTCATCAGCATCCTCCGTGTGTCATGTCTGGTGGCC 

CCCATTGATGTATGGGGTGGCTCCTGTTGGTGTCTGGTGCCCCCTATTGA 

CGTATGAGGTGGCCCCCATTGACGTGAGGTGGCCCCCATTGACGTGAGGT 

GGCCCCTATTGACATATGGGGTGGCTCCTGTTGATGTCTGGTGCCCCCCA 

TrGACATGAGGTGGTE0a*:£ra4aeBH?<^C^ 

C.vn'GATTGCAGTTCCAAACTCTAGGGACGTT.-VAACGACCCACAGAGAGGA 
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AATCACCTCA.AAATGAGCCTGAATGTTTGCACTGAGGACTGAGCACAGCT 
GGGCACTAATTCATCTTTATTTCTCTCTTATTTACAGAGG.AACGCGATCT 

gaaaatcagtaagtgctgccccaaagccatagggctatgctgggcttcat 
ccccacaacatgaattttataaattaaataaataaataaataaataattt 
tatattttatgtatttgatattagcagtatttaaaaaaaagaataaaata 
actcaagaatcttaggatcaatagtaacacaatgatgcaacgtggataca 

AAAGCAGTAATTCCTATTTCTTTGGGTTTTTATCCTTCCAGGGGAACACG 

AAGCAGAGATACGTGAGTGTTATTTTATATACTCTATAATGGAAAACTTT 

TTTCTCTGTAATATAAAAATAGGCTTTATTATTKGAGGGGTTTTTTGGCT 

TAACGCAAATGCGAAGTGCTTGAAATTCTACGTATGAAATAGAGGATTTC 

CCATAGAGAAAAACAGCAATTTGGGGCTGGAATAAAAGTTTCATTTC CTT 

GCTGAAAAGTGAATGAAAAGGGGGGGAAAAGAACATAAAAATTGAGTTTT 

TTCCCTCATTAATCTGTCATGAAATGGGTTGGGTTCCTGAATGGTGATGT 

CAACACCTCGTTTTGGGTTCAGCCCAACA TAAT ATGTGTCTGTCCT TTAT 

TTCTGTATCACTGGTGTTAAAGAGAGCTG TTTTGAA CTAATATCTCTTTT 

TTAATTAC ll'll'T C llll'l C i ril l CTTTCCTriTl-'rCTCCCGTTTCTCT 

CTGTTTTGCTTTAAGGGCGCCTCACTGAGCTGCTCGGTAA GTGCA TTTCC 

TTCCTTGCATCTGTSAAWMCAGCWATAACCVHAGGYCCTATTTTGGGGGG 

GAAGGAGGGGATAAAACACAATAATGATGAAATCAGTGCT TTGG AAAGGG 

TGC AATT ATTATTTCTC CTGC AAATG/ATACTTCCTTTTCCCTTTTGTTT 

GCAGAGGACCGCGATTCCGATGTCCGTAAGTCCTTTTGTTTGTCCCGGAG 

CTGTGAATCCTCCAATGGGAAATGCAGAATTTCAGAGTCTGCCCCAAAAA 

TGACCTTTTTGAGGCTACAAGGGATGGGAAAATAAGGAGAAATGTCCTTA 

TTTATTGATCTCCTTGTTTATGTGCAAAACTGGGTGACTCTTCTCTGCCG 

AACACGTTAGAAATAAGAACACAAAATGGGAGGAAATGGTATTTATTCAT 

ATCTGTTGTTTTTCTGTTTAATTTTTAGGAGAACAGGACATCCTCATTAG 

TAAGTGGCACTTTGGATTGATAAGAAATGCAGCTCCTGGGGACGTTTGGG 

TGCTGC GATTGCTGGC ACTGCTGGGGCTTTGTGTTGTGGTGGAAGTGGAA 

TTACTTCAAAAGAAGAGAAGAATGGAATTATCTGGAGAAAAAGGGGAATA 

AATGGAACTGTTTGGGAAAAGAAGGAGGAATAGAATGGAAATATTGGGGA 

AAAAAGTGAAATAGAATGGAATTATTTCAAAAAAAATGGAATGAAATTTA 

GGGAGGGGGAAGGGGAAGTGGAATGGAATTATTTGGGGGAGAAA AAGGG G 

AAAATTGAATGACTGGGGGGGGAATGGGGAAATAGGATGGGAKTWTTTTA 

AAAATACAGAATTGTGAAGGTrrCAGCCCATCTCAGAGAGTTTGGTATCC 

TCGAGTTCCCCCTTTGCAACCCATTGAGCATCCTTGGGATGACACCAAAT 

TCTGrrTTCTCCTTTTCAAGGGAAACTGTCAGAAGAGCTCGGTGAGTTAT 

TTCCACTTCTTACATACAAAACTGATTCTGGATAATCCTTTTGTGTGTTT 

TCCTGCTTTGCCTCTTTGTGTTTTAAGAGGCAACTGCAGAAGGAATGGCA 

CAAAGGGTGCAGAGGATCTTTGGGATAAATAACAGGGAAAACAGGGATGG 

G AT AGC AATGAGTTGGTGC AATAATCT ATGGC AC AAAAGGTGACGGC GTG 

TTTCACATTTTGCTTTTTCTCTTCCTTTTAGAGGAATTAAGGGGTCGGGA 

AGTTGGTAAGTGAGATTCCTTTCCCTC TTCTCC CCAAAAGGATAAGGGGT 

AATTTGGATTCTGATCTCTTTTTCTCCCTTTTTGTTCCTAGAGGAGAGTG 

TTCTGGAGAGGGGTGAGTATCATTCTCTTTCTACTGCTGCTTTTGACTGA 

AGGAATCCCCCATAAGCATGCTGGTGGGATGGGAATTCTACATCTGATAC 

ACAATTATTATCATTTCTTCATTTTTTATACACAGAAATAGATAATTTTT 

TTCCTTTCTTTTCTCTTTTCCCCCTTTTTTAGAGGAACATGATGCCAGAA 

TTGGTACGTGTCCATCTCCCCCTGCTTTTGTGGTGTCTTCAAGAAGGCCA 

ATGGGGTCATTTGGGATTGTTTGGGTTGAGGATTGGGTTCTTGATTGAAT 

TTGGGGGAGGATTC.€GfflCOEDEJffiJHeB«0ei^AfteeiDgSe)ATCTCATGT 

TTTCCTATGGGCTTGGATCCTTCTGTTGGATACCTAAGAATACCTGAAAT 



WO 99/27132 



PCT/FR98/02501 



11/110 

TCCTGGGGGCAAGAGGGCACCGCCGTGTAAAAAA.WACATATATTTAACCA 

II 1 11 CCTTC 111111 1CCCATTTAGGGGACCGTGACTCAAAGCTCCGTG 

AGTGCCACTCTCCTCCTGATTAAAATCTGAGTGAAGATGTGGATTTTCCT 

CAGTGTGCTCCTACAATCTCACTTTTTCAGCACAGTTTTCCCCAAANTTT 

GTGTTTCTCCACCCAACCCCTTACACTGATCCTAAATGGGTGTATTGCCT 

GAATCAGTGGTTTTCTTCCCTATTTTNGATC TATC CNGTTTTATTCCAGT 

ATATGTTTTTATGACATAATTTTATGACATATTTTGTTGTATGATGCCCA 

TAGACCTTATTACCATTGCCTGCCCCTGTGTGGATCAGAAAATATATTTA 

ATATAAAACAGATATCTCTACTGACA GTGA TT TCTGAT GCACCCATGAAG 

GAAAAGGATTTAAAATAAACTIT AATTTTTCCC 1 1 1 1 11 AGGCAAACTGAC 

AGCAGAACTCGGTAAGSACMXKKYCKTCSYCATTCCCATAAAACAAATGA 

AATTATGGATGGATGGATGGAAATTAACCAGTTAGTAGAGGTCAGCTTTG 

CTCT AGGAC GGTCTGAAAAGTGAC C AAAATCTGCTTTT ACTC ATTTTTCT 

TCTTATTTTTTTGT AGC AAAGTGCGATGC AAC GATC AGTAAGTGCTGCTG 

CATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCATTG 

AAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGAAAG 

GAAATCTTTGCAGATATGGGGGAAATCAGAGCCAAATTTTGAGGGGGGGA 

GGGAAAATCTCAGGGGTGTTTCAGAAATCCAATGGGATCTGATGGTATTT 

TCTGCTCTCAGGACTGrrTACAGTGGAACTCGGTGAGTCCGTTTCCTTTT 

TGlTT'inill'TCTAATTATTATTTATTAGTAGTATTATAAATCAATATT 

ACTGTTGCTTATACATATTGTTGTACATTATATACATAATACATACATTA 

TATACAGTATATAGTATACAGTAGTATATAATATTATGTATTATATATAT 

ATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATATA 

ATGCATATATATTATTGTACTACAGTCATATTATAATACATTTACTTATA 

TCTGCCTTTTTCCACACGTTTCATTGACCTGATTAAAAACTAAATCCTAA 

AGGCAGAAGAAGATGAAAACCCCCAAATTAACACCAAATAATTGCAGCTA 

TAGATCATATCTATCAAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 

TAAC AATAGAAAGGTTTAAATTTGGAAC GTAC AAACAATGAC AAATAACC 

CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 

GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 

CCTCTGTCCAATATGAAGCCGGGGTCAAATTACTCATAAATCACCACTGA 

TTGTCCATGAATTAACAGGGAAAAAAAAGGCTAAACTTGAAAATAACATT 

TTTTTCATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTC 

TTTCCCATCAGTTTAAGCAAAAATGGTTCATCAGATATATAATAATCCCT 

TATTTCTGCTTGTTTTTAGGGGACTACAACAGGA AACTTC GTAAGTGCCT 

TTAACTTCTCCCATTAAGAGTTAAACCTTTCAATATTTTTGATGCTTCAA 

TGTGCTGAAGCCACCAAAAATGTGTTTYAATTGTAAAGGGGCTGAGCGTC 

AAACCTGAACACTGCCATGTTGGGGGCTGAGATTCGTGGGATTTGGGTTT 

TCAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACG 

ACCAGGGCTTCCCAGTAGGAATGAGACCCCAAAATATTTCTACCTGGGGS 

CTTTTCCCATTGGGGAATTTATTCTGTWAATCCATATTTCTCCMCSTTTG 

ARCGTYMCTCMTCMAATGTCACAATCTTGGCAATGTTGAGAAGATATATA 

GATATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTG 

ATGTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTT 

TATTTTAAGGGAAACACGCAGCAGAACTTGGTAAGGGAATTCCCTCCCTG 

GGTITGTTCTCTTGTTTTTCTCTTTTGGAGGGGGATTTTTTCTATGTCTT 

CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 

TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 

TCTTCTTTCTAAGTCTTCTTTCTATGTCTTCCTTTCTATGTCTTCTTTCY 

AWGTCTTCTTTCKAVf§^ff^I^ l ^i^^«^^^^VCCTTCTT 

TCTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCCAAAAA 
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TAGAAGAA.TGGGATGCAAAAATCAGTGAGTGCCCTTTTTTCCTCTCCCTT 

CACGGTGAGGTATGGGTGTGGAGGACCTGAATTAATGTGAATTCCTCTGT 

TTTAAGGGAAGCTAACAGAAGATTTTGGTAAGTCGCTTATTTTCCTCGAT 

CTGAGTGCATATTrCTACACCTTTACCATCAGTGATGACCAACGTGTGTA 

TGCATTTCTCTTTATTCCATTTAGAAGAGAGCGACACAGAGCTCGGTGAG 

TGCTTTGGGGTGTTATCAAGGTGGAAAGATGCCCCTCTGTGCAACAGTGG 

GGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACATCTGATACCCA 

GATGGAGTCAGGATGCAGAACTGGAGGAGGAGGGCCAAAGCTTTGGGCAT 

TTTGGGGTTATTTTTGTTCCTCGAGAGCTCCCAGGATTGACCCGTGTCCA 

TTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGGTGAGTGTCCT 

CCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCCTCCTTTAATG 

TATATTCTGATGTATTTATTTAAGGGGATCTCGCASCTGAGATCGGTAAG 

TCGTGTGTGGTTATACACCCCTATKTGTGCCTCCCATCAAASAGGGCTCT 

GTGCASCTTGAGTKGTGTTCCCACAGGGTTTGTCYCCCACTCTTCACACG 

AATATGGGGGTAAAACCCAACAAAATGGCACAGAGGGATTGCAGAAAGGG 

CGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGGAGGGTGAAGCTCATG 

AGAATGGTTCTTTCTTTCTCTTTTTGAAGAGAATCTGACTGCAGAGCTCG 

GTGAGTGCTTCCCTTTCCTCTCTGCTTCGTTTCACTGTTGGGTTTTTAGG 

GGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAACCCAACCTG 

GGCTGGAAGAAGGGTCCAAACGTTCATAACTGCAGACTGCAATTATCATT 

CCCAATTGGAAGGTGATTCCATCATGAACCATCCACCCATCACAGTGGAA 

TTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACGTGATAGGAA 

AATCAGTAAGTGCCTTTTTCCTTCCAGAACTGATGGOAAGCGATGGGTTA 

GGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTTGGGGAAAAA 

TAAGTTAATACATTTCATTATGGCTTAGAATTGAAACTAATGTTCATCTA 

TTTCTTTGTTTTAAGGAAAGCTCACATCAGATCTTGGTAAGGGTTACTTC 

CTTTAAACTATCCTTAATTC'TGCAACAGTGCTGGGTATAGAGTAGAAAAA 

TATGCATGTGAAGGTGTATGTATGCACATGTTAATTCATTCCTATTTATG 

TACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTATATATATAT 

TTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTGTGAAGAGAT 

TGGGGTTTCCTCTGGTTGAAGAGGGGGGTGAATGACAGCAGGTGTCCTTA 

ATAAGCCTTATTTTCAAAACACTAACAAGGGAGAATTGGGATACACAGAA 

ATAAAGCCTAAAAATGGGAAAAAGAAAAGAATGAAATGGGTAAAATATTG 

AAAAGAACRAAAARTTTGGAGAAAAGAAATGACASTTTTGGTTGGGTTGG 

GGCTGCTCTGCATTTCTCCRCTTATTTTCTCCCTTTGCTTTCAGGTGATG 

TTGACACAAAGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCACATTTAAG 

AGTATTTTTGGTATTTTTAAGACTGTTTAAGAATATTTGGACATTTCCTG 

TGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTATTTTTGAG 

GACGG AAT AAATGTC C C AAAAAAGGGGGATTTTGGC ATC AATTG ACTGGG 

AGGTGAAAAATAAAAGCAGTGATCTGAGCGTGTTGGGGCCAATGGATGAA 

CCTCAATGATCATTGTGGTCCTTTTCAATCCAGGCCATTCTATGATTCTG 

TGAAAGAAAAGAAGATAATTAACATTTAATTTTCTTCTTTCTCTTCTCAT 

TCCAGAGGAACGCGACAGGAAAATCAGTGAGTGTCACTTTTTTGGGGCCA 

AAACCCTCTGATTTGGGGAAGGGATCCCTGATAGAAGTGGTTAATCCTGT 

TGGTTTTTCC CTC CTTGC AGCC AAACTCTC AGC AGAAAT ACGTAAGTCCT 

TTTCCTCCCCAATCTGAACTGTTTCTTTGTATTCTTAGACTTCCTTTTTT 

TTTTTTTTCTGTTTTAATTAAAATAATGCTTTTTITTGGTTGGTTTTTTT 

TTTCCCTATTTGACAGGCAGACTGACTGCACTGCTGGGTGAGTGGTGCCA 

TTAAATCCGTGTGTGGTTTTGGGCTGAAAACCCTTAAAAATGGGAACTCT 

GCACCCAGACAGMYYjgiE^^ 

AA.ATGGGGGGAAATGGGCAAAATGAGCATTGCAAGKGAGCAGAGYTGCTG 
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CCCAAAATAGGCATGACTCAGCAAGCACCGTAGTGGGCATGATTTGCTTG 

CKJTGACCCCGTGGGTAAGGAGCCATTrGTTGGACACCACGATGTCGTTTT 

TCACAGCCCTGTGAGCGCAGCGTCTTAAATTGCCCTCCAGACATTCCAAA 

TTTGGAGAGCTCAAATGGCAAAGGTGAAATGGGCGTCAGCCCTCCGGGAT 

GAAGGAATCTCTGCCGGGGTTTTCCGTTGGATCACAGCAGGAGGATTTGC 

TTTCCTAAAGCATTAGAGTGACGTGGAGAGCCCAAATCGGACCCAGTGGC 

CACATTCTCCCAAGGGAAAACCCTTCGGGTGCCCCTACGGTTCCTTTTCT 

AGCATGATAACAAACTTCTTTTCCATCCGCCCATCCCCTTTTGGGTTTGG 

AGGTTGACAAATCCCCACTGAAATTCCTATGTTGCACACATGTCCTTCAT 

TCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTTAATTCAGAGCGA 

GATCAACAATTTTAGGCATTCTTTATGAACTTCACATTGTTTTATGCTGA 

TCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCTGTAGGAGTGCTC 

TGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGGGAGGAAATGTTG 

TGAAATAATCCCAAGTGATGAGAGACTGTGGGTATGGGAGGAGATGCCCT 

CTGTCCTGGTGAGCAGTAGGGACAGAAGACCTGAGCTCATTTCATATATC 

TGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTATTTGGGGCCAGG 

AGTGGCTTCTGCCCCCGTTGGTGCCCATAAACCAGTGCTGCCCCATTKGG 

GATTGGGGTTNTGTTGGCAGACAACATCCACCAACCAACCCATGGCTGAT 

AGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGCAGAAACCTGT 

TCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTCCTTCCATCCT 

CGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTCCCCTGCTGCC 

AGCACAGCTGTCGTGTCTGCAATGATCCTTCCAGCTCTCTGCGGACACGC 

AAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCCTGGGACAAAC 

TGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGACCATCACAGCA 

CCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGTCGGGGTAAGC 

CTTTCTCTTrCTTCCCACAGCCCAGGATTTGGGGGATCCTATTGGCTCTA 

TGGGATCTGGGAGATGCAGGAGAAATGTGATCCCTTTGCTGTAGCAAAAC 

AACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGAAAGCAGGAGA 

GGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAAATACAGCACA 

GAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAATTTAGGTCCT 

CATTACAGCGTTTCTTTGACTGAGACCCCAATAGGATCTACAGGGGTAGA 

ACAAAGCAGACAAAAAGTGATTGATGTTTCCTATGCGATTTGTTGCCTTT 

TCCCATTGAGATTTCTGCTTTTCCTATGGGGCi i ill GCTTTTTCACAGC 

TTTTTTT ATTC ACTGTAGTGAAT AGAAATTTTTAGGGCTTTTAGGTC ATT 

GATGCTGTTATGAACACAGAGATGAACTCATAACACCTTCCTGGTGTGGT 

TTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACAACTAACAGAG 

GTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGGTCAGCAAACT 

CCTTTTATTCAGATATAAATCCCCTCATCCACAATTTCACCAGTCTTCCC 

AATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCACGAACTGAGAA 

AAGCAGCAAAAAGCCTCCCAGCCCCAAATATTTATCCCTTATCCCATTTA 

TTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGGAGATTCCAGG 

TCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTCCCATCAGGTG 

GACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATGATGGCATCAG 

GTAGAGCTCAGAAAGTGGTATTTATCAGCAAAGCAATTTTCCAGGTCTGT 

TTTTTCCCArmTCCCATATTTTTTTCTTATTCAGGGAAGAGGAACGCG 

GATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAA.AGTCCCTTTCCA 

TGTGTAGAAATGGATATACGTACCCCCCACTGATACCCATTTCCTTTGTT 

CTGTCCTTATATTT & TACTTCCCC ATATTTTGAAC AC ATGAAAACAAAGC 

CCACATTAAATAAATTCATAAACAGTGCAATTITTGGACTATTATTTTCC 

ATAGA\.AAGTATTAAATCAGTGCAGAAGTGCCTCTGGAGGTGACTTCTGC 

AGCACCCAA\GAGA(F£WSWtM5<WIIPt«^ 
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GAAAGAGGTTTATTTTCACAGTGTGGAAACTCAGATCCGTTGCCTCACCT 

GCACCGTGTATTTGCAGACACCCAAAGTGTTCCAGAGTTTGATGGTTTTG 

TCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGAGGAGAAGGCGACGCT 

CAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGGTGGTGGTTCCTCTGC 

AGGGACACCAGGAGGGTCGCACGGGAGGGACAAAGCTCAGCAAACCCCCA 

TTAAATTAATTAACCCTCCCCTAAATTGAGGAGATCGTGCTGCAGTGCAT 

AAATTCTTAATGAACACAACTGATGGAAGCAGGAAGGAAGCTAAAACGGA 

GTCATCTCCACATGGGTTGAGGAGTGGTGGTTCCTTCCCTCCTTCCGAAC 

AGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGGTTGGAATAATCATGA 

GGAGTTTAGGATATAAAACTCAGCTTCCGTGGACACACAGCAGCGTAAGT 

GCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCTTCCTGAGGAGTTTCT 

TCTCCTATAGTACTCCCAAAAATCACAGTGCAAGAAGAGCCGGTGCTGCT 

CCAACCTCACCCCAAACTCTGTACCCCAAAATCACACCGAAGGAAAAGCC 

TGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGAAGGAAGAACCAAATC 

CCCCCCTGCTGCTCCACSTGCTTCTCTCCCATCATAATTGCAGGACGTGT 

CCTCAGATCCCGGAGGATCAGCAGACTGTGTCAGGTGTAATCACTGGGAG 

AGTGAGCTGAGGGAGGAACCGCTTTGGTCCTCCCTCCAAGCATGATTTAC 

CACCCAACCTGAGAGGAACTCACCTCATTTTCACGCTGTACCGCACACCT 

CTCACCCACCCCAACACCCAAACAAAACACAGAGCCCAGTTCTGCCCCAA 

ACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACTCACGTGGTGAGGTCC 

CACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAGCGCAAACTGCCCATC 

GGAGGAGATGACCACATCGCTGACAAAGTGCGAGTGGCCGCGCAGGGCGC 

GCTGCGGGATCCCGTAGTTGGTCTCATCTCGGGTCAGCTTCCACATGATG 

ATGGTTTTGTCTGGGAAGGGGGAAAGGCAGCGGCCTCAGCTCCAACCCTT 

CTCACATTCCCGTCCTCACTGGGCTTTATCTCCCTCATAGCAATGGGGGG 

GTTACACAGAAGCACCGCACCCCTTCCTCTCAGCCCCCCAACCGCCTCCC 

TACGTCCTCATACACAGCAGCCTCCCCACCCTGCAGCTCTCTGTCCCCGA 

GCCCTGCACCCCATTCATCACCTCCCCTCCCCSAWGGTCCCCCCCAGCCC 

CCTCNTYTAYCACKGACGGTGTCCCCTTATTTCCCACAGTCCCCTCCATA 

GGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAGTTCSGCCCCCCCCGC 

CTCGGAMGAGGCCCGAACCCCTCAAGGCGCGGCCCTCACCCCGCGACGSG 

GAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGYGATCTGCGTCACCCA 

CCCATTGTGGCCYTTCMGGGTACCGSGGAGGGTCATCTGCTCCGTCATGG 

CGGCGGCGGGGCGGAGGGATGGCGGCGGATTCAATAAAGGGCCCGGCCCG 

GTCCGGTCCTACCGCCCGYGATGGCCGCCAGCGCGGAAAGAGAAAGAGGG 

AGGTGACTTCC GGC GGAAGCGGAAGT AGC C GCTGGGTTGTACGGC AAGAG 

GGGCAACATGGCGGCGCGCATAGAGAGCACGCTGAATGGGGGAATGGGGC 

TTTTGGAGGTGGGGAGGGAAGGTTGTTYTCTGC C GCTGC AGGRAC ACGAG 

GTGCGGGCAGAGCACCTTCTTTAACATTTGKTATTATTTAACGTTTWACA 

TTTAGCATTTTTATTATCCCTGTTGTGCCAGGACGGAGAAGAGCAGGGTG 

TGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACCCCACAGCCAACC 

CAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGAAGGCAAACAGAAGG 

TCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCACGCTGCAGTTTGG 

GGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCGATGAGCAGTGGC 

TGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGGTTCCACCCCCGT 

TTTGTCTCACCAGCCTTTTTCTATCCGTCCTTATCAGCAGATCATCCTTG 

TTATTAGATCTGTCTTTTTCCAGTCACGGCTTTGCATTTTCACCTTGGTT 

TTACCACCTAACATCAAGCCTTTTGTCCCCATCTGATGATATTCATGCAG 

ATAAATCCGTAAAGCAGGG.AAGAATTAAATTCTGGCCCCTTCTACACCCA 

TTT AGGTTT AG ATCTf'^fe' ,4 fe^^^^^ < ^^^^^^^^®^ AGAGC C A 
GGAATAACGTGTCTTGATGTGCCAACACACCTTG.AAATCCAGAAAATTGC 
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GGCCTGGCACITTATTTAGGGCCACGTAGGCCGGGGAGGGTGCAAAAAAT 

TGGGCAACTTCCACCTCTGAGGCTGCTCAGAGTGCAGCATCGCACCAGGC 

CGCACCGGTGGGAAGCAGCCTTGTTTCCCCTTGCAGCITAAGAGCTCTCT 

GAGGTGGGGGTATTTATTTTCTCTTCCCTTTTCTCAGCTGCTGTTGAATT 

TCCAGCTGAATCCTGTCCCACCAGAGAG ACTCTGATTG CACCCTGTTGTG 

TTTTACTTCTTTTTGTTGGTGGATTGGTAl'l'l' I l 1 1 1 1 TCTGTTGGCGTT 

AC AGAGCTAGTTC AAAATATTTTTGGCTAAAATAAGAATTAAATGGAGAT 

CTAGTTTTTTGAAATGTCAAGAAATAATAATAATAATAATAAAGAATAAA 

GAATAAAGTTTTAAAGCTGAGCCTCTCCCTTATTGAGAGCCCCCAGGGGA 

CAGGAGTTGTGGTGCAGGCCCCCCAGTCTGCTGTTAACTCCTGCTGGTAA 

GATGTGACTTAAGCCTTGCATCGTTAATCTTAACTTAATTAGCAGTAATT 

TGGATTGGGCTGCTTCCCTTCAGCAGCTTGTAAAGGGATAGAGGCTGCTG 

GGTGAACTGAGCTCTGTGTTACCACCTCTCCTGCTCTCCCCACATGTTTT 

TGGTGGTGGTGGTTGCTTCTTTTTGGCCACGGCTCTATCTCCCCAGGTGT 

GCACTCACTGTGGGCTGCTACTGCTCCTGAAAGGGCTCAGGGAGACATTT 

GAGTCCCTTCGTCCACACGTGGGAGGAGAGCACTGATGTCCCCATCCTTA 

AAGTTGTGGGCACAGCCTTGGTGGCAAATCCAGAATGGGATATAATGCAG 

CCATGAGCTCAACAGAGCGCTCTTTrATTGAGTnTGTGCATAAAATCTG 

TGTGTTGTTACCACATCCTCATCTGGTTCCAATGGTGACTTGCCACACCC 

GGACGAGGTTATCTGTGTAGCCAGCAAACAGCGTCTGGGGAGAGAAATGG 

AGGAAGTGGATCATGAAAAGATAGGAATCAGCCCTCGGTGTGAACGTAAA 

AATCTCAGAAGGCAGCTCCCAAAGCGGAGGTGCTGGAGGAAGGTGGGAGT 

TTTAAGGCTGCAGGAGGAGCAGTGAAAAGGGAAAGGAGAAGGGGATATTT 

CTACCTGCCCATCTGCAGACCACGCCAGAGAGGTACACTGGGGAGGCTCA 

GCTTTGCTGCTGGTGCTGATCACCTCCTGCTTCAGCTCAfCCACAATGAT 

TTTGCCTTCCAGGTCCTGTGCAGGACAGAAGAGAGCGTGAGGGACTAAGG 

TCCTGCAGGGAGACTGCTGTAGCCAAACCCAACCATTCCAACTCAGAACA 

GGCTCAGGGTGCTCAGAAACAGCCTCTGGGTTTCCGCACAGGGATGCAGT 

CAGATGGCATCGAAGTTTCATCACAGCAGAGTGGTGGCTGTGCCCCACAC 

CACCCTCCCAGTCCAGGGGATGACAGTGCCACCAGCATGACCCATCCCAC 

GTAACC AAAAGGGCTCTGC ACC AAGGC ATCTGTGGGGC AGGGC GAGGATT 

TCGACCACAACTCTGCCTCCCAAACCCAACAGGATAAGGGAAGTGATTCT 

TTAGGAGGTAAATAGGGATGTCACATACCCAGATCTTGATGCTGGGGCCG 

GTGGCAGCGCAGAGCCAGTAGCGGTTGGGGCTGAAGCACAGCGCATTGAT 

GATGTCCCCTCCATCCAGCGTGTACAGGTGCTTGCCTTCATTCAGGTCCC 

AC AGC ATGGC CTGGC CGTC CTGGGGGGC AGC AAAGAGGAATC AC AGC AAA 

CCATCAAACCTGTGGCTTTGTTCCAGTTGTCCATCTAAAACCTTCCAGCT 

TGGAAACAGCACTTGATTTGTGACTGAGATGTGGGTGAGTTGCCACAGGA 

CAGCAAGAGGCACATAACTGAGCTGTGAGAACAACAGAATAAGCTGCAAT 

TTGGCCTCAGCTTTCCCCCAGGGTGTACCTTGCCTCCAGAAGCACAGAGG 

GAGCCATCAGGGGAGACAGTCACTGTGTTCAGATATCCCGTGTGGCCGAT 

GTGGTTTGTCTTCAGTTTGCAGTTAGCCAAGTTCCAAACCTAAATGAGGG 

TAAACGTGACAGGCTCAGAAATATGGAGGAGAAAAAAAACAACCCTCTCA 

TGATCACTGCTCAAATATTCCCCAGAACGCCGCACAAACCCCAAAGGAGC 

TGCTCCTCTCACCTTCACCAGCTTGTCCCAGCCACAGGAGACAATGATGG 

GGTTGCTGCTGTTGGGGGAGAAGCGCACACAGGAAACCCACTCAGAGTGG 

CTCrCGTCCTGAGGAGAGGAACAGCATTGGGTTGAAAGCAATGAAAAGCA 

TCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCTGAGCCCCTCATAATT 

GCAGGACGTGTCCTCAGACCCCCCCCAGAAAGAAAGGTCAGCAGGCACTG 

TGTCACTTCTAATCATWWft^ 

AAACCAACAAATCAAAGAGAAATGGGGGAATACGGACTCAGAAACAAGCA 



WO 99/27132 



PCT7FR98/02501 



16/110 

GTGGTTTTTGAGGGAAAATGCCGGGGGGGGGGGGGGGGGGGGATATGCCC 

TGAGAGATTTAGGGTCTGTTTTGGTAAGGAAAGCCTCCAGCAATGTGTGG 

GCTGTGTCTTTGTTCTCTGTGGGGAAGGGAATCATCCAGGCTCAGTGCTG 

AGTTGTGGCTGATAAGAGGATTTATTGGGAGCAACGGTGGGATTGGTATC 

AGTCATCCCTAATCCTTTCCTTCTCTTTCCCACCTTGCTGCCTCCTTCCC 

ACAGGACATCAAGGGCACTTTTATCAGGTCAGTGACTTTGTTTGCATCTT 

TTC ACTTTGAAT AACTTTTCTi"! 11 JL FI AATGTC AAAAAAGC ATTTGAGC 

TTTTGTTTTAAATCCTGTGTGATGGGTACAGTTGGGGCCTGGTAATGCAG 

GGGAAAGCTGTGTCCTAACTTTTGGGTGATGGAAACTTCTGGCTGATGGG 

GTGCAAATGGGATCTGGGGAACAACTTGGGAAAAGACTTGGGAACTTGGG 

AAACAACTCTGGGGCCATTTGGGAAAGGGGAAGGGTGGGGAGGAGATCTC 

GGCCCTGATTTCTGGAAGCGTGGGTGTGCCCATGCAGACCTCATGCTATA 

GCGAAACTCCTCACTCTGGAGAAACGATTCTCCCCATCCTGTCAGACAAA 

TGGGCAGCGCTGGGAGTTCTCAGCCATGCTGGACGCACGTGGCTCTACCC 

CAGCTCTGTCTGCTGGCTGAGGGAGGGTGGGGG AGGCT GGCTGCACCAGT 

GC AACC AGTTTGGCCGATCC ATGCGTTGCTCTGG i i i 1 lCCAGAGCTGCA 

TGCAGGGCGCCTCACTTCTTTTCTGCTGCTGAAATTCTCTGCTTTCCTCC 

TTTCCCCCCACCCAAAAAAGATGTGAGAACATCAAATTCCAGGAGCCCGA 

GATGGTGCTGGTGGACGTGGGGAAGAAATACCGCAACTATTTCCTGCAGG 

ATGTGfGTGATGAGAAAGATGGAGAAAGCCTTCAGCAAAGTTCCACAGGGT 

gagagagtcctcttccttctacgtgggatggggttccctccacttgggat 

gggatttctccagctctcttggggttctccttccatctctgtgctcccat 

ggtttgcagcctgatgatcctttaggaaa agca gcatccctctgttctct 

ctgtgcttttcccttttgccttgtcctgggttitcccctattgtagctcc 

tccatagaactggggttgatgtggatctggattcattataaaggagggat 

gactgcctcaaactcagcatggtgcagatacgcaaccagatgaggattta 

ggactggggtgcaagggggaaaaaagtgccaggtgaccccctaacgaccc 

ccgctctctgcccttccttccagctgacatcacgctggacccggacaccg 

ctcaccctcgcctcagcctctccctggaccgccgcagcgttaagctggga 

gaacgacgccaggagctccccaacaaccccaaacgcttcgactccgatta 

ctgcgtcctgggctcccagggtttcaccacaggccgtcactactgggagg 

tagaagtcgggggc aagaaaggttgggc ggtgggggctgc acgcgagacg 

gctcgacgcaaagaaaaaaccatggggcctcatcaaaaaagggagatctg 

gtgtgttggcaccaatgggaagaagtaccaagcgctgacggccatggagc 

agatggctttgtcacccagcgagcggccccggcgcttcggtgtctacctg 

gactatgaacggggtcagctttgcttctacaacgctgagagcatgaccca 

catccacagcttcaacgcttccttccacgagcck:atcttcccgtttttcc 

gaatcctggctaagggcactcgtatcaaaatctgcacctgatggccctcc 

agcttctgattttttttttccctttttcccccctgcctcatcctttgggt 

CCCACTTTGGGACCAGACGCTGCACTTGTTGTCTCGCACCTGCTTGCTCA 

CAAGGCCTCTTCCCTCCTCTCTCCTGTCCCAGCCTCTGTCCACGTCCCAA 

CTCTTCTCCGGGGTCGC GATC CC AGGCTGGTTTGGTTTGGAGAAGGGATC 

CAATCTCCTTGCTGGAGGTTTTCCCTTCAGCTCTTGGTGCTATGGGCTCC 

CCTCTGCCTTTCCCAGTCCTCGCAGCAGCTTTCCAGTGTGCTCTTCCCCG 

TTTTGTTTAAAGCCTGTGGTCGAGCTTTGCGTTGTTTGCCCTCTTTGGAT 

GCAGAGCTCGAGCTGAGGATGCTGGGGTCTGTACATTGTGACACGAGCAC 

TGCTTGTGCCCTCTTGGCCATTGCTTTCTGAAAGTCACTCAGATGCACCA 

AGGAGCCTCATTTCTTTTTATTTTTCAGTTCTGGGGCACAACCCTCTGCC 

CACCTCCCACCCAGCCACCATCTGGACCTCAAACCTTCCACGTTCTCCTA 

TTCTGCCACTTGTCC.*ieOTtt<B^ 

TCTCCAGCTCTCCCTCTGCCCCATCATTCCCTCGCC.AACCATTTCTTGTG 
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AGAGGAGGAAGATGAGCTGGGGGAGGAAGAGCTGGACGTGGAGCAGGAGG 

AGGAGGAGGAGGATGGAGGCGGGGAGGAGGAGGAGGAGGACGACATGTGG 

AGCGAGGAGGAAGAGGATGGAGAGCTGTGGGAAGGTACTGGGGGTCGGTT 

TGGGCCTGCCCTGTTGAGTGTCTTTATGGATGAGTGAGGGAATTGGGTGC 

ACCCTCAGTCAGTTTGCAGATGATGCTAAGCTGGGGGGGTGTACTGATCT 

GCCTGAGGGTAGGACGGCCCTACGGTGGGGTCTGGACTGGGCCCGATGGG 

CTGAGGGCAATGGGGTGGAGTTCAGAAGGACCGAGTGCCTGGTTCTGCAC 

TGAGGTCACAACAACCCCATGCAGCTCTACCTGGGGTAGAGCGGCTGAAA 

GCTGTGTGAGGGAAAAGGATTTGGGGGTGAATATGAGCCAGCAAGAGGCC 

AAGAAGGCCCATGGCATCCTGGCTTGTATCAGAAATAGAGCAGCTAGTGG 

GAGCAGGAAGTGACTGTCACTCTGTACTGGCACACCTCAATGCTGCACCC 

AGTTCTGGGTCCCCTCTCACTACAAGAAAGA CATTG AGGCCCAGTGAGGA 

TGGTGGGGGTTGGACTCAATGATCCCTGAGGTTTTTTCCAACCTTGATGA 

TTCTGTGATTCTCAGACCCCGTGGAAGAGGAGCTGTGGGATGGAGTGGTG 

CAGGGAGAACTCTACTTTGGGGACGATGATTATGATGAGGATGTGATGGA 

GGAGGATGTGGAGGAAGAGGAGGAGGAGGAGGATGAAGCGCAGAGCCCTC 

CGCCCCCTGTCCTGCCTGCGCGCCCTCGCCGCCTGCAGACCTTCACCTGC 

CCCCAGTGCCGCAAAACCTTTTTCCAGAGGAATTTCAGACCCAACCTCCA 

GTTGGCAAACATGGTGCAGATCATCCGGCAGCTCCACCCGCACCCGCAGC 

GCCTCGCG^CGCCCGCCGGCCCCTCAGCCTCAGGGGGTCCTGGGGGGAAC 

CCAGGGATCCTGGTGGCAACAGGAGGTCGGGGGTGTCCGAATCTGTGCGA 

GAAGCACCAGGAACCCCTGAAGCTGTTCTGTGAGGTGGATGAGCAGGCGA 

TCTGCGTGGTGTGCAGGGAGTCACGGAGCCACAAGCATCACAGTGTTGTG 

CCCCTGGAGGAAGTCGTGCAGGATTATAAGGTGGAGTTTGGGGAAGGGTC 

ACGGTGGGATAGTGGGTGAGGTGGGGTTTGGGGAAGGGCTGTGGTGGAGA 

AGGCGGGGTTTGAGGGAAGAGTTATGGGAGAGTGGAGGCTTGAAGGGAAA 

GTGAGGTTGGGATCAAGCTAGGTTCGTCTTGCTGAGCTGGTTGGGTTGGA 

GGCGTGGGAGGCTGGGAAACCACACACTGCAATGAGGAGGTGGAAGGGTC 

TGGGTACCCATTTrCTGCTTAAAAACACCTTCCCAGCACAGTTCCTCAGA 

GAAAGCAAAAGGGAAGTGGCGTGAAAGTTGGCTCTGAGGTTCCGTTTTCA 

GCTCTGCCACCAAATTAGGGACAAAAAGAGGCGATGACAGAGGGGATTGC 

CCCAGGCAGGGTTTGCTGAGTTGTGTTTCCTTCCCTCAGTACAAACTCCA 

GAGCCATTTGGAGCCACTGAAGAAGAAGCTGGACGCGGTGCTGAAGCAGA 

AGTCGAATGAGCAGGAGAAGATCACAGAGCTGAGGGTAAGAGCTGAAGGT 

TTCTGTGCTTCATAGAATCATACAGGAGAACCATCAGGGTTGGAAGAGAC 

CACAAAGATCATCAGTTCCAACCATCACCGCTGCTGGGAGTGTGCCTTGG 

TGGCTGAGCAAGGAGAGAGAAGCTTTGCTGCTGCTCTGAGCTCTCACGGA 

GGCATCATATTCCCTTTCCTGCAATTATTGGGCTGTGAGGGCTTGGAAAC 

GGTTTCCCAGTTGAATTAGAGCTTAATGAGAGCTTTGTGTGCCTCAGTGT 

TGAGTGGGAATTGGTGGTTTGGGAGCTGGTATTCCTCATTTGAGTTGAGG 

ATGCTCTACATCTCTAAACCTGTGCAGACTTTGCTCAGTTCTGTCTGTGG 

TGCATTCAGGAGATGCGTAAGCTTATGGTGTGTGGTGAAACTGAGAGAAG 

C ATAGC AC AGC AGCCC AAAAATGAGCTGATCTCTC ACCTCCCCCTTCTGC 

AGCAATTCCCCTAATGCTTTTCGTCCCTCTGCAGGAAAAGATGAAGCTGG 

AAATCAAGGAATTTGAGTCTGATTTTGAGCTGCTCCACCAGTTCCTCATT 

GGGGAGCACGTGCTGCTGCTGCACCAGCTGGAGGAGCGCTACGAGAGCCT 

GCTGGCCCGGCAGAGCAGCAACATCAGCCAGCTGGAGGAGCAGAGTGCAG 

CCCTTAGCCGCCTTATCACGGAGGCAGAAGATAAGAGCAAGCAGGACGGG 

CTACAGCTGCTCAAGGTCTTCTTCCATCCCTTTCCTTGTCTTTATGGCAA 
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AAGATAAGCACTTGGTGAGATTTCCCTCATAAACACCCCAA AACGGC GGC 

CCTGGGGTGTGTTTCTGTATT AAAGAGCCCTC AGTGGAATGGT I TTTGC A 

GGGCTGTGGTCGAAGAGCAAAGCATCAAAGGAAGGAGAGGGCAGTAATGT 

TGCAAAGGGCTGACGGCGGTGGTTGCAAAGAGGGAGGATGGGGGGGGATG 

CGCCAAGCAAAGGGTGGCGTGGGTTCACCCGCAGGGATGCACTGCGCCCT 

TGGCTCCGGGTTTTGGGACCGTACCTTGTACTCCTGGGCCGCCTGGTGGG 

CAGGGAGCACAGCGTGGGAGCGGTGCGCCTGGGACGCGTCGCACTGCGCG 

CAGATAGGCTCTTGGTCCTCTGTGCAGAAGAGCTTCAGAGCCTCGCGGTG 

CrGCTTGCACCAACCCGAGGAATGCAAACTC AGCTGC CGGGCGATGCTGG 

CGATATTTGCC AGCTCTCTGCTGGGGCGGAAA 1 1 1 i 1GTGCAACGCCGTT 

TTCCTGCACTGCGGACAGGGGAAATTTCCCTCCAGGCCTTCCCAGCAGCG 

GGCGATGCACTCCCGGCAGAAGTTGTGGCCGCAGGGGATGGAGACGGGAT 

CCTGGAAGTAACCCAGGCAGATGGAGCAGGAGGCTTCGCTCTGCAGGCTG 

TCCAAGGGGCTCTGCGTGGCCATGGGCTTCCTGCTGGGCTCCGATCCGCA 

GAGGGAATAGGGGACCTTTCCTCCTTATCTCCTCGCTGATAGGAGAAATC 

CGGCCCCGGAGGCTGAGCCTGAGCCAAACAGGGCTGGGAGAGCTCAGCCC 

ATAGGGGATGCTCKjTGGGAATGGGGGCAGCTCGCGGCTCCCCAGCACGGA 

GTCACGAAACTGGGGGGATCTGGGGGAAATTCGGAGGA AAAGTC AGATTT 

TGTCCTCTCCTCGAGC AGCAAAGAGGGCAGGGGAGGCGAi in xCCCTTC 

TGTGCGATCACTGTAAGGAATTTCCAAAGAAAACGCATGGAGGTCTGCTT 

GTTGGGATGGAATATAGACGTATATTGGAATAAATACAGGAAGACGTTGG 

AACATGGGAAGGCACTGAGATATAAGCGTGCTGTGTTGGATATGACTCTG 

CTCGACTAAAGTGAAGGTGGTTTTAATAGCACTGCTCAGAGCCAGGCGGG 

TTTTGGTGTTGTTTGGGGGGAATTACGTGGGTTTGGAATTGGGAAATATG 

AGACGGAAAAATAAGAATAATGGAAGCGCCCAACGTGGGGCTCGAACCCA 

CGACCCTGAGATTAAGAGTCTCATGCTCTACCGACTGAGCTAGCCGGGCT 

GATGGGCACGCACCCTTCTAAGCAATACTTCATGGTGATCCTGCGGAGGG 

GTGCTAATAATTCTACCTAATTATTTTGTTAATTATCCCGGTAATTATGG 

GTTCTGAGCAATCGCGAATCCACGGGGAAGAGCTGCATGGGGAAAAAGCA 

CCTATCCCTACGGGAATAGCCGGGAACTGCCCGGCAGTGCTGCAGGGCGG 

GGGAAAGAGGGGAAAAGCAGGAAAAAAATGGGCAAAATGGAACGTTTAAA 

AGTGGAGAAATTAACAGTGAAAAAAATGCAGGAAGCGTAAAAGTAAAGGC 

TGTGTTTCTGCCCGGTTTCGAACCGGGGACCTTTCGCGTGTGAGGCGAAC 

GTGATAACCACTACACTACAGAAACGCGCTGAAGGCCGCTTCGCCGCACG 

GAGATGTGAAGGGGCGAATGCCGGGGCTCGGTGCGGAGTTTGCAGATAGG 

GGCCGCTCCGGGCCGCTCCCGCGCCGGTTCCGGTGAGCACAGAGTGCAGC 

GGGTGACAAAATGAAGGGAAAAATGTAAAACTGATGCTCCCGAATCGAGG 

CTCGAACCGCCATTGTCCGACTGACAGCCGCGCGCTCTACCGACTGAGCT 

ACCCGGAGACAGAGCAGCCGGAAGTCACGCCCCCGTAGAGCGCCCACCCC 

GTTGCCTAGTGACAGGAGCGCCGCTTCCGGTCAAGTGATGAGCGGAGGGG 

GCGTGGCTTGTGTCAGATAGGACGGAAGTTCCGGTCAGGTGGTACTGGAA 

AGGGGGC GTGGCTTGCGGC AAAGGGGAC GGAAAGCGGAAGTGCTGCCGTT 

GGTTGGCGGAGTTCGCACCATAGAAGAACGACGGCGGCGGTGGGAGGGCG 

GGAGGTAGAGCGGTCCCCGGGGAGAGTGCTGACGGGAGCGGCGAGGCCCG 

AGGAGGGAGCGGAGCTTACGGGGGAGTGCGGAGCCTCGAGGCGGGTCCCA 

GCGCTTCGCTGTGGGGCAGGAGAAAGGCTTCGGGGCAGGAGGAAGAGGGC 

CTCCSGGCCWSSCSATGGAGGCGGTGGGCGACGATGGGGCGTCGTCGGGG 

CGGCTGAACCCGGTGGAGACGCTGCAGGAGGAGGCGATCTGCGCCATCTG 

CCTGGACTACTTCGTGGAGCCGGTGTCGATCGGCTGCGGGCACAACTTCT 

GCCGGGTGTGCATCGCGCAGCTGTGGGGTGGAGGAGAGGCTGAGGTGGAG 

GAGAGCGGCGGGGC(?§^^St1^WR^^^^ ( ^^^^GCTGGAGGA 
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aacacgcagggctcgaagctgaacctctcggggttctcggggaggtcctg 

tggcaccagttggccccggck:ttgttttcggtcttcagagagatggaggt 

tggggtgagcggtggtggggtccatggtgacgttggctgtgggacatgag 

ggggaatggaggtaggatttagg cttgg ggggagctggagaggttcctct 

tccttctgtccttttctctgggtgcttttggacatg ggctg gtggtggtg 

gtgggttgatggttgggctgggtgatctttggggtcrrttccaacctttg 

tgattctatggggtgtgtggggctccaccagcctcagtgtcccccagtag 

agatgtaggagaatggggagaggacaaattttagggcagcataatgcggg 

agggacaaagacatgggaaggggacagcttgacattcacggaggggaagg 

ggaagcacaaacactgttaggttttgccttgaatctgttactggctttgt 

aggaccaccagcatcaggatgctgtccccattccctcccttccctgtggg 

ACTGCGTTGTTTTTTCCCAAGAAAACCACTCCCCACCCCACATCCACCAC 
TGCTGACATACCTGGCTCTTGCAATTGAAACATCAGGCTGTCTGAAAAGG 
AGAACAAATTCACTGCATTGGGTTTATGCTTCAGGAAAAGGGGCTGGGAG 
ATGGGGAAGGGAAACCATGGGGGTCTGGGGGCTTCGCAGTGCAAAAGCTC 
TGGGTTTACTGCAAGAGCCCCACGACCCTCCCAGACCTGGAGGAGACCCC 
GACCCCATTCAGTACCTTGGCACTTCTGCAGCGTCAGTCTCACCAGGACG 
TTCTTCTGAAGGAAGTCCTCCAACCTTCTTTCCAGAGTGGGGGAAATCTC 
TGCTGGAGGGCTGAACTTCATCATCTCACAGCTGCAAAGAGAGGAGAAGG 
GTGGGGATGGGGGGACTGTTGC GTTGGTTGGTTGGCTGTTC ATTTTATTC 
TCAATAGGAGAAGCTATGGGGTGAGGATATTTGCACAGCKjACGAAATCCC 
TTTCCCCCCTGGGATCCCTCTGCCTTGCAGCCCTCCCCCAGGGTGCCATC 
CAAAAATCAGGGTGACAATAGGAAGGAGCCATGTTACCTATTCAAGAGCC 
TCCTGATGTCCTAAAGGTGGGAGGAGAGAGGAGAGATGGATCAGAAGAGG 
AGCACCAAGGGCTGCCCCTTCGTATGGCAATGCACAGCAAAGACCACCCT 
GCCCACGGTGTGATCCCCCCCAGCAGCAACACAGGGAGCTCCCATGGGGT 
TGAGTTTGGGTTCTCAGGGTTTGCTCTGTCCCCCCATTTCCCACCACCCC 
TTTGGGTTCTCACCAGCAGGAATTTGCTGTCGGGCTGCTGGAATTTGCCC 
TCCATCTCCCAGATCAGGGTGTCAAGGTGGGACATCTCCTCCATCACCTT 
CGTCACCGCATCCTCCTGTACTTTGGTGACGGCTCTGTCCAGGTCTGCCA 
GCTGGACCAGCAGGAAGCGCTCCTTCTCCTTCAGA AATCG CTGCAACTGC 
TCGAATTCACACACTATCCTCTTCCCTTCCTTCTTGGTTTTCTCCTGTTG 
GGATGAGGGAGAAAGCCAATGGGGTGGAATAGAGGCAGGAAGACCCCCCC 
TGGGGTCTCAGGATGCCGTGTTCTGGGGGATATCCAACCAAAACCAATGG 
GGATGTAACACCAATGCCAATGGGAGCACAACACTAATGCCAATGGGAAT 
TTATCACCAGTGCCAATGGGAACGTAACAACAGCGCCAATGGGAACGTAA 
CACCAGTGCCAGTGGGAATTTATCACCAGTGCCAATGGGAACTTA ACATC 
AAAAAGCC AAAGATC ATCTTGCTGGGCATTTGGGAGC AGC AGGAA'ri'i' I" T 
CAGGAGTTTTATCCCAAAAGCAAAACCAAAGGAGGGGGTAGGAGATGAGC 
TCTGTATGAGGGATATTTACAGAGTTTAGGAGGATCTGCTACGTTATCTC 
TTTAACACAGGGGTTCCTGCGTAACCCCAGCTGATAAACACAGCCTTAGC 
GCTTTCCCAGCCCAGCTGCGAGCCAAAAATGCATGATCTGCCCCCAAAAT 
AC AC C AAAAC AAAC AGGAC AGGGC GGAGGGGAAGGC AGAC ACCTC CCCTG 
CTGCACCCACCAAATACAAGCCCGTCCTTCCACCAGTCCTTCTGCTTTCC 
AGGTACTTTTCCCTCTCCTCCTTTGAAGCCTGGAGGCGAGCCTGAATTTC 
TTCCTGTGCCAAAAGAAGAAAGGCGGAAAGCCTGTTTTCCCACTTAAACT 
GCTTCTGTCAGATGGGAGAGGCTTTGCTAAAGCCTGGAATCCTCTGCAAG 
GTGCAGAGCTGGGCAGAGGGAAGCTCTGTGAGCACGGTGTGCTGCTCTGG 
AGCTCTGTGCAAGCTGGGAGTATTTTGCAGAGAGAAA.AGAGGGGAG.AAGG 

ligfiCTGCAAAAG 
JAGGTGTGG.AAGGGC 
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CAAGAAGGGCTCTGTGTTTTCCTGCCTGGAATCTGAGCCCTCCCTACTGG 

GGCTC AGCTTTC CTTCTGATGC AGAAAGTGGAAAAT AAAGAGC AGTGGGA 

CTGGAAATACCAGGGGGGACTCATGAGTGGCATCCCCCACTGGAGGAGCT 

CAATGGTGAGCTGGAATCCTTGCTAAGTTTTATCGAATGTGGGGGACAGG 

AGGAAGAAATCAAACTCAAAAAGTCATGAACAGGTGGCTGTGAATTCGGG 

GCAGAAAGCTGAGGGCCCTAAAAGCACAGGAGGCAAAAAGGATGGAGAGA 

AACGACCCTACTGATGACACATCGCTGCCCAGCAGCTGACACCTACCAGA 

TCCTCCAGGTTTGGGCACTCCAGGGCGCTCTTCTTCCTCGGAGACTTTCT 

CTCTCCTCCTTTGGAAACCCCTGATATCCCTCTGAGTTTCTTCCCCAGTG 

AACCCACAGA4CCTGTTGTITrCAGCCCTTTGATGGGGTTGGGGTTTTCC 

CTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCTATGGGATGGCTGCGTTGA 

GCCTGCAGGTCTGCTCCTGGTGGCACCCTTGGCAGGGCGTGCTGGGAGCT 

CTGGGTTTGTCCTTTGTCTTrCTCCCAGTTCCTT GTCCC GGGGAGATGCT 

GAACAATGTCACTTrGCAGATTTTGTCAGCTTCCTTTTAGGATCGAGCCA 

TCGGGAGTGGGGTTAGGGGGTGTATATGGGGAAACCATAAGGAAATAGGG 

AAGGAGATGCACAGCCGGATCCTTGTGGGGATGTGGAGGAGCACAAGTGA 

GGATCTTTGGGATTTGAGTGCTCTCTCAGCCCAGCACTAACACAGAGCAC 

TCACAGCCCTGGCTCTGAGCTCTCGAGGAAACATTTCCAACCATTTCTGC 

CCCACTGTCCTTGTGTTGAGCCCCATGGCCAAATACACATGCCTAGAAAA 

TAAAGCCATGCATTACATATGTATTTAATTTTTGCGTGGCAACCACTGAG 

ACCCAACTGGAGGAGATAACTGCCATTCACTTGGGCAGGTTTGCAGGGGT 

GAACTGCACTTCCAGCAAACCCTCCCTGTTGGGAAGAGCCACAGGGATGG 

ATGGCACTCTGGGAGCTGAAGAACTGGAAGCAAACTCCCTGCAACCGCTC 

CCCTGGGGCACAGAGCCTTTCATCCCAAAATAAGGCGTCCATCATTGAGC 

AAATGAGTCACACCGTTGGGCAAACGACTTGCATTGCATCCCGAAAAGCA 

TTAATTGCAGAGCCTGGAAAACTAGCTGGGCTGGAAACATCTGCATTGCA 

GATCTACGGAGCAGAATAGACCCTGAACAGATCCTTCACCCAAATTCCCC 

AGCAGGTGGGACCAAATGGCAGCGATGCGTGGGGCTGAGGAAAGATACCA 

ACACATCAAAGAGCAATATTGAAATTTCAGCTGTAGGTTTGACCTTTGGA 

GGTGGTGAGGTGGGGCTTTGTCATGGGATACCCACTCATATCGCATCTGC 

TATTCTGAGCCTGATGTCGCCTGCTCCCTCCCACCCTCTTTTAGTTCCTC 

TTCTTGGTTCTACAATCACCAACCTGTGTGTATTTTGGTGCTGCCTGTTC 

CTCTTTTGGGCTTTCTCAGAAGAAAATGGGTTTTTGAGGGAATCCATTCA 

GGTGAGTCCTCACCCCAAGCAGCTCTTCTTCACTTTGTTGGCCCAAAGCT 

GACCCAGAGCCATACACCCAAAGCAAACCCAGAGCCGTACACCCATAATG 

AGGCAGGAAGTGGAGTGTGCAGAGCACATCTTTTAATTAAAATTAACTAT 

CAGAAACGTAGGCAGAGACCAGCTCCCCACACCAGGCGTTGCTATTTGCA 

GTGAAAGGCCGCATACCTTTGCAGGACACCCCAGATCTGCCCCACGATTG 

ATGTCAAATAGATGCATAAATTTCCTTCCAAGTCTTCAGTGCTCTCTGGT 

GGTTTCCCCACCCTGCAGAGGGACCGCCCCGGGGCTCCCAATGGGGACAG 

ACACAGGGCAGAGCAGCGGGTCCCCTTGGCACATTGCTCCAAGCAACCAC 

AGCACACATCCCATCAGATGCCCCTTTCATAAAGGACATCTCAAGGACAG 

ATCTTTAGGGGAGATCTAAACCCAACCCAATCCAAATGGGACATCAGCTG 

CCCACTCGTGGACTGCTCCTCTGAGGGGGGATTTTGGGTGATCTCTTGCA 

AGCGAGCCCCCAGCCCTATCTTGAACAAGGGGAGGACCTTCTCCCCATTG 

AACAAAGCCCTGGTGTACACCAAGATGGGGGTGTCATCATCCGAGCTGAA 

GAATGCCACCCGACCCCCTTCGTAGTCCAGGGAGACCCGAATCCTCCTGG 

GAA.GTGCATTCAGACGTAGGTTGGCACGGGGAGACGTGAGGGAGTGGTAG 

GCCTCCAGCGCCCAGACACCCTCTTTGGGGCTGAAGCTCATGGGTCCCTT 

CCTCTTCATCGA\GC€E*DCOnD&B^ 

CCACCTCCACCTCCCAGAAATGCCTCCCCGAGGTG.AAGCCCTGGCAGCCC 
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ACAAAGATGAGCCCCCCTTCATCAGCA.TCAAAAAATGCCACCGTCCCTCC 

AGCGTACrrCCAAGTGGACGCTGACCCTCCTGGGCACCCAGCGCAGAGCTA 

ACAGGGTCACCTTGTGGGTGGTGAGTGCCCGGACCTGTCCCCCCCATTTC 

TCCACCCCCCAAATCCCCCCTTTGGGACAGAGGCTGAGTTGACCCTTCCG 

AGGGATGGATTCTCGGGCCACACCGATGGCCCAGTCCCCTTCATCCCCCA 

CTTCCACCTCCCAGCAGTGCCGGCCGGCAGAGAAGCTTTGGTGGCCCAAA 

ACAAAGGGCCAGTAGGCGAATCTTTCGGGGTTATCAGGAAGGTCCTGTTG 

TCCTTCCCCACGTTTCACACTCTTTCGGTCTTCGGAGAGGATGAGGTCAG 

GGTGAGCGGTGTCGGGGTCCAGGGTGATGCTGGCTGTGGGGTGGAGAGGA 

TGAGGAGTGTAAGGTTTGGGTCCTCGGTGCTGAGGCCATGAGGATGCGGA 

GAGCTTGGATCTCCAGCACTAAAGGAGTTGGATGTGCTCTAGATGGCCCC 

ACCTGAGTAGGGTTGTAGGGTGGGACCGTCCCTTCCAACCTCAGCCATTC 

TGTGGGGC C ATGGGTTGGC ATCGGAAGGGTAAAAAGT ACCAAAGAAGAAA 

GTAAAAAGGTGAGAGGTGGAAACCCCTCTCATGTGCCCGTGCTATATGAC 

AATAAAAGTGTTTTGAGCCCCCAGAATGCCCAGAAATAAAGGCGTTTCTG 

CAGACCTTCTGTTCCATTGGTCAAAAGAAATGGTGAGGGGAATAAAAATG 

GAAGGAAGGAGATCTATGGGATATTACCTGCAAAGTCTGCAGTGCTTCAT 

CTCCTAGACCAACCCGGACCAGTTCAGCCAACCCCATGGTTTAAAAAACA 

GAGCTGAAATCTGAAGGCAGGGATAATGAATGAGTTCAACCCGCTCACCA 

TATTTGTTTATGGGAAATGGATATTTATCAAGGCGAGGGATCTGCCCTGG 

GGCCATCATCCCAAATTACAGCCAGACTCGGCCTGCAGGGTGAAGAAAAC 

TTGTTTGGCTGCCCTGATTTTTGTGTATTCCTCCCTCGCTCATCTATTTTT 

GTCCATTTGGGrACAGCCTATGGGTCCAGGCGCGCCTCCATCTAACAGGT 

AATGC GGCTTTAGGTTCTC ATGCTC AGC AAAAGGG ACTTTTAGGAAAGGT 

GAAGCTGGAGGGGTGCAGAGCCGGAGAGCAGCCCGTCCTTCACCCCTGAG 

CACTTCTCAGGAATTACAGCAAAACGTGTAATTAAGAGTGGCAAACGGGG 

TATCGAGTCCTTCGGGTCTCAATTATTTTCCTGAGTGGGAATAACCCGTT 

GCT CTTC CATCTCTCTGCATTATTCTGCTGCAGAACGAGTGATGGGCTGC 

TGGTTTTCACCAAAATACCACCATTTCCCACCCGAAACCCTTCTGAGTAC 

CTTGAAGCCTCTTCAGGGTTTCCTTCAGAGCACCGTTCCTCCATGAGGAA 

TGGCACAGCCTCTCCTCCGGCCCTGGAGAAGCGCCCGCTGGCAGCTGGAA 

GGTC ACTTTTC C AC ACCTGGAGGGOAAATAAATGC ATTTTC AGGTGGTTG 

TATCACAGAGCATGCCATCACTTCAGGACAGCAGAGGCCAGCACACGGCG 

GCCATCCCCAAAATACCCTTCAGGGCTCGCAGTTCCCCTGGAGCAGAAGA 

GCATTCATTGATGAGCTTTCTCCTCCATGGTCACTGCCTGATGCAAAGCT 

CACAGAACAGCTTTTCAGAGAGGCCACATACCTGGTGATGGGGCTTTTCA 

CATCCTGGGGACAGAAGAGAGGAGGGGGAGAGGAAACTCAGGTCAGTGCA 

TGACCCATTTTGTCTTTAAAGTATGGAAAATTGAGCTGTTTGAGTGGGGG 

TGGACCTCTTGGGTCTTCCAACATGTGCCCAATTTTGACTTTAAGTCATA 

GAAAAAGTGAATTGTTTGACTGGGGATGGATCTGTTGGGTCTTTCAACAC 

ATGGTCCATTTTGTCTTTAAATCATAGAAATAAAGAATTGTTTGACCAGA 

GATGGACCTCTGGGGTCTTCCTCCACGAGGAAGGTGAACCAACTGAGGAG 

CATCCATGCACGGCAATGAATCCTGCAGATCCACCCCACTGCTGCTCTCC 

CAACCCAGCCGTGGATTTCCCCTCTTAAAACAGACCCCATGAGGACCTTC 

TGCAGTAAGGTGAAAATACTGGGAATACTGAGATGAGGATAAAACGGTGG 

GGGGAAAGAGGAGGCTGCAAACCTCCATCTCCTCATTGTGGTGGGGGTTT 

CAGGCTGATGGAACGGCATAAAATGGGAGGAAAACACCCAATTAAGGCAC 

CATGCAATTGGTwGGGTGGGGAGGACATCCCTAAAGGACTTTTCCCCTT 

GA.AAAAGCTTCCCTGGAGGAATTCACTCACCGACTGCTGGCTCTTCTCTC 

CCTGTCKHTTCGTA^igfc^ 

CTTTTCTGCCTCTTCTCAATCTCATTTTTC^ 
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TCGATCAACGTTTCA.\TGTTGGTATCAACACCAGGTTTAACTTTGAACTT 

ATCGGCACTGACGGTTACCTTGTTCTGCGCTGGCTCATCACGCTGGATAC 

CAAGGCTGATGTTGTAGATATTGGTCACCGGCTGAGGTGTTTCGATTGCC 

GCTGCGTGGATAGCACCATTTGCGATAGCGGCGTCCTTGATGAATGACAC 

TCCATTGCGAA.TAAGTTCGAAGGAGACGGTGTCACGAA.TGCGCTGGTCCA 

GCTCGTCGATTGCCTTTTGTGCAGCAGAGGTATCAATCTCAACGCCAAGC 

GTCATCGAAGCGCAATATTGCTGCTCACCAAAACGCGTATTGACCAGGTG 

TTC AACGGC AAATTTCTGC C CTTCTGATGTC AGAAAGGTAAAGTGATTTT 

CTTTCTGGTATTCAGTTGCTGTGTGTCTGGTTTCAGCAAAACCAAGCTCG 

CGCAATTCGGCTGTGCCAGATTTAGAAGGCAGATCACCAGACAGCAACGC 

GCCACGGAAAAACAGCGCATACAGAACATCCGTCGCCGCGCCGGACAACG 

TGATAATTTTATGACCCATGATTTATTTCCTTTTAGACGTGAGCCTGTCG 

CACAGCAAAGCCGCCGAAAGTTAACGGTTTGCCCAGGCTCACAACTGAAA 

G ACTTT CT AC GGTGTGC GC GTGC G ATGC GC GT AGAAG ACTGATTT ATC AA 

CCTGTCTrTATATCAGGATTCATTACCTGACTATTTGTGGGTAAAGTTCG 

TAGTGCGCTGATCGTGCAAAATGATTTTAGTTGGGAACAGTTCGCAACTC 

TGTCCCATAAAAA.TCAGCATATTCCCATCTATCCCATATCCAGCGCATTG 

ACCATCGGGATACTGAAGGGAGATTCCATCATCTCTTAGAAAGATCACCA 

TCTCTTTTGTTTCAATTTGCATATAGCTACCTGGAGGATTTATGAATACA 

AGGATTTTCATGGACTATTACCATGAGATTGATTTTCCATCTTTATTCGC 

GAGAGCAGTGGAAAGCGATGACGATGTGGGTACTACATTGCGCATTCACC 

TACTTTGTGAGCGCATGGTCGAAGCATGGATATGCGCATGCTGTGACTGC 

CAAGATCCTCTACGCCGGACGCATCGTGGCCGGCATCACCGGCGCCACAG 

GTGCGGTTGCTGGCGCCTATATCGCCGACATCACCGATGGGGAAGATCGG 

GCTCGCCACTTCGGGCTCATGAGCGCTTGTTTCGGCGTGGGTATGGTGGC 

AGGCCCCGTGGCCGGGGGACTGTTGGGCGCCATCTCCTTGCATGCACCAT 

TCCTTGCGGC GGCGGTGCTC AAC GGCCTC AAC CT ACTACTGGGCTGCTTC 

CTAATGCAGGAGTCGCATAAGGGCATCGGTCGACGGGATCACGTTGTGTC 

CCTGAAGCTCTCCTGTACCCAAACACAAAGGTGATGTCCCCAGCATCCCT 

ATCCCAGCACTCTGGGGGACTCCTATTGAATTCCTCCTTGGGCTTGCTGC 

CTTCTCTTCCCGTTCCCAGAGATCCCAAAAGGTTAAGCACCTTTGGGTCA 

GTGTTCAGAATTGTCACTGCCAGTTTTGGGGTATCAGTGGCAAA TTGA GA 

CCCTTTTACCCAATCTTGCACCACTCTGGTTCCCCAGTCTTATGGTTTTA 

GATGGAGTAAAAAGGTTTATATGTCATAAAGTTCTTCTGTGTCTGGTTAT 

TCGCTGCTTCTGGATGCCAGGATCATGGGGATAAGGGGAAAACAATGGGT 

TCTCTTATGCGTAGAGATGCAATCAGATGGGGAGAAAAAGAAATCTTAAT 

CTTTCTGATCCATCTGACAGATATTCAGTACAGCCCTGAGGATGTGGGGA 

AATAAATCTNGRAGAGTTKGTKGGCAGTTCCAAGGATTTGGGAATGACTA 

AATCCCATTCCTGGKKWYTGCACAAAGTTGSCTGTGTTGGAACCCAGAAA 

GATCCATGCAAGTGGGTCATCCCTGAAAGCATTGTGTTCTGCTGTCTGCT 

AGCGGAGAGAAAGACACAGAGGGGAAAATTAAGTGTTTTATTGTTAATTA 

TTGTACACTCTGAGGTTTCAAATACCAAATCTTTAACGAGAGCGGACCAC 

TTGATTTGAGGGTGACCATCTCAGATGGGGACAACTGTACCTGATCAGGC 

AAACCTGGGGGAAATTTGCCTTTCTGCCACTCTTTTGGGTGGGATTTTCC 

CTTTTGACCACCATTTTCTACATTCTAATCACCCATTGCAGCACTTCTCC 

CCC1 1 1 il l 1 1 'GCCCCATTTTTCTCCTGCTCAGCACTTCTTAACAATATA 

ATATAAATCAATATCATATCAATATGATTCTATGCCAATAGATTAATGGG 

GATGAAAGACACATAAAAACCCAAGTCCTCATTTCATCTGCTTCCCATGG 

GATGGGTGGGGAGGTGGCTGTCCCCTGAGGCTGTAGGATGTGGGGTCACC 
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CGCTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATATCACGGGTAGCCAA 

CGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGATGA 

ATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCG 

CCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCGCGCCTTGAGCCT 

GGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCAT 

CCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGCGA 

TGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTATGCAG 

CCGCCGCATTGCATCAGCCATGATGGATACTTTCTGGGCAGGAGCAAGGT 

GAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCC 

CTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGCGCAAGGAACGCCCGT 

CGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGG 

CACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGAC 

AGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTC 

ATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATC 

CATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGATCAGAT 

CTGCGGCACGCTGTTGACGCTGTTAAGCGGGTCGCTGCAGGGTCGCTCGG 

TATTCGAGGCCACACGCGTCACCTTAATATGCGAAGTGGACCTGGGACCG 

CGCCGCCCCGACTGCATCTGCGTGTTCGAATTCGCCAATGACAAGACGCT 

GGGCGGGGTTTGTGTCATCATAGAACTAAAGACATGCAAATATATTTCTT 

CCGGGGACACCGCCAGCAAACGCGAGCAACGGGCCACGGGGATGAAGCAG 

CTGCGCCACTCCCTGAAGCTCCTGCAGTCCCTCGCGCCTCCGGGTGACAA 

GATAGTGTACCTGTGCCCCGTCCTGGTGTTTGTCGCCCAACGGACGCTCC 

GCGTCAGCCGCGTGACCCGGCTCGTCCCGCAGAAGGTCTCCGGTAATATC 

ACCGCAGTCGTGCGGATGCTCCAGAGCCTGTCCACGTATACGGTCCCCAT 

TGAGCCTAGGACCCAGCGAGCCCGTCGCCGCCGCGGCGGCGCCGCCCGGG 

GGTCTGCGAGC AGACCGAAAAGGTCAC ACTCTGGGGCGC GCGAC CCGCC C 

GAGTCAGCGGCCCGCCAGTTACCACCCGCCGACCAAACCCCCGCCTCCAC 

GGA.GGGC GGGGGGGTGCTT AAGAGGATC GCGGC GCTCTTCTGC GTGC C C G 

TGGCCACCAAGACCAAACCCCGAGCCGCCTCCGAATGAGAGTGTTTCGTT 

CCTTCCCCCTCCCCCCGCGTCAGACAAACCCTAACCACCGCTTAAGCGGC 

CCCCGCGAGGTCCGAAGACTCATTTGGATCGATCCGGAATTCTCATGTTT 

GACAGCTTATCATCGATAAGCTTTAATGCGGTAGTTTATCACAGTTAAAT 

TGCTAACGCAGTCAGGCACCGTGTATGAAATCTAACAATGCGCTCATCGT 

CATCCTCGGCACCGTCACCCTGGATGCTGTAGGCATAGGCTTGGTTATGC 

CGGTACTGCCGGGCCTCTTGCGGGATATCGTCCATTCCGACAGCATCGCC 

AGTCACTATGGCGTGCTGCTAGCGCTATATGCGTTGATGCAATTTCTATG 

CGCACCCGTTCTCGGAGCACTGTCCGACCGCTTTGGCCGCCGCCCAGTCC 

TGCTCGCTTCGCTACTTGGAGCCACTATCGACTACGCGATCATGGCGACC 

ACACCCGTCCTGTGGATCTGCCTCGTTGGCCTGCCGCAGTTCTTCAACCT 

CCCGGCGCAGCTTTTCGTTCTCAATTTCAGCATCCCTTTCGGCATACCAT 

TTTATGACGGCGGCAGAGTCATAAAGCACCTCATTACCCTTGCCACCGCC 

TCGCAGAACGGGCATTCCCTGTTCCTGCCAGTTCTGAATGGTACGGATAC 

TCGC AC C G AAAATGTC AGCC AGCTGCTTTTTGTTGACTTCCATTGTTC AT 

TCCACGGACAAAAACAGAGAAAGGAAACGACAGAGGCCAAAAAGCTCGCT 

TTCAGCACCTGTCGTTTCCTTTCTTTTCAGAGGGTATTTTAAATAAAAAC 

ATT.AAGTTATGACGAAGAAGAACGGAAACGCCTTAAACCGGAAAATTTTC 

ATAAATAGCGAAAACCCGCGAGGTCGCCGCCCCGTAACAAGGCGGATCGC 

CGGAAAGGACCCGCAAATGATAATAATTATCAATTGCATACTATCGACGG 

CACTGCTGCCAGATAACACCACCGGGGAAACATTCCATCATGATGGCCGT 
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Figure 6 

DM 

GCACAAGGAA ATGCAAAGGG GCATCACTAG GGGACATGGC ACGGGGCATT 

51 CTAGGGAGCA TTGCATGGGG ACATTGCAAA GGAAATGCAA AGGGACATTG 

10 1 CATGGGGACA TTGCAAACAA ATT GAGTGGG AGATTGCACC GGGATGTTGC 

LSI ATGGGGACAT TGCATGGAAT GTCCCACCAA CCACCCTGCA GGGTGACACT 

201 GGGAC CAT CC CCAGCTCTGA CCATCCCCCC TTTGCTGCAG CACCACCCCA 

251 GGTCCGCAXC GTCCCCATCC CCATCTCCAA CGACCCCGAC ACCGTCCACC 

301 TCATCTGCCA TGTTT GGGGC TTCTACCCAC CCGCAGTGAC CATCCAGT GG 

351 CTGCACAACG GCCTCGTGGT GGCCTCAGGT GACAC CAAAC TGCTGCCCAA 

401 CGGGGGACTG GACCTACAGG ACACAGGTGG CCCTGAGGGC CAGCATTGCA 

451 GCAGGGAGCA CTAAAACATG TTCAGTGTGG CAATTCCAGC TTGGAGCAGC 

501 CGCTGCAGGA GGATTGGAGT GAGTTTGGGG ATGGGGATGT GGCACCCACA 

551 CCCCACAGTC CCCCACGGTT CATTGTGCCC CACGCTGTCC CCACAGGTCC 

601 CAATTTGTCC CCGGCGATGA TGGTGAAGGT GGCAGTGGCG GCCATGGCGC 

651 TGACGTTGGG GTTGGTGGCA CTCAGCGCCG GGGTTTTCAG CTTCTGTCAG 

701 CGGCCACGGG GTGAGGGATG GGGATGTGGT GCTGGGGACA TGTGT GACAC 

751 CGAGGGTCTG GTGTCCAGTG TGGGGTGTAC CTCCTCATTC ATCATCTTCT 

801 GTGTGGCAGC TCCTGGCGCT GGT CCCAGTA CCCCGTCCTG ATGCGGGTTC 

8S1 TCACTCCAAT CCTGGTCCCC AAAATGATCC CGGTCCGAGT TCTGGTCCCC 

901 ATCCCAGTCC TGGACCCCAT CCCAGTCCTG GTCCCCATTC TGGTCTTGGT 

951 CCTGGTCCTG GTTCTGCTCC TGGTCCCTAT CCCTGACTCT GGTCCCGGTC 

1001 CCCATCCCGA TGCCAGTCCC AGTCCTGGTC CCCATCCTGG TCCTGCTCCT 

1051 TGGTTTGGGG ACCTCAATGA CTGGAACTCC CATGTCCCAA CATGGGGACC 

1101 CACAGTTTGG GGTGAGGGGC TCTCACCCCC CAATAAAACC ATCTGCAGCC 

1151 CCAACCTCGC TCCAATTCTT CGTTCCCACG TTGGGTGGGT CGGGCTCCCA 

1201 GTGCTCCCAG CCGTNTATGT CCCGTAAGCG TCGGCTCCAC TGCATAAAAA 

1251 GAAAAAAAAA AAA 
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FIGURE 9 




FEpHLfcE OB REWIPLACEME^HT {REGlife 26) 
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37/110 



A5 FIN. txt 



GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 

CTATGCTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTGrGG 

TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

XAACACTGTGATGXGGCGCXGCTGCCGGGACGGAGCGACGGCGCTGCCCA 

T CCGT GCCAC GT GC CAGC AGAGGGGACAGCGGGX GAC GACGGC CGGGGGC 

TGCCGAGACGCCTTCCTGGAGTGCTGTGAGGTGGCACAGAATCTGCGGCG 

GAAGGGACAGCGCGGGGGGTTGGCACGGGGTGAGTGTCAGCAGTGTCCCC 

AAAGCGGGGAGGGGTGACCTGGGGTGGTGGCGGTGGGGTGTGGGGGAGTT 

GTAGAAATGGGGACCCCATTGGTGTGGGGAGGTTTGGATAAGGGGTCCCC 

ATGGGTGGTGGCACATGGGGACATCCCATAGCCTGGGAT CCCATGGTX GG 

GGCCATCCCGTACCTGGGATCCCCACATGGGAGGATGTCCCGCGCTGTCC 

CCATGGCAGTGATGGAGGCACAGCTGGOVGAGCAGCTGTTGGATGATGAT 

GAGGAC GT CC CC ACGAGGAGCTTCTTCCCT GAGAGCTGGCT GTGGCGACG 

CATCCATGTTGCTGGCACTGCACGGTGTGTCCCCGTGTGTCCCCATGTCC 

CCATGTCCCCATGACTTTGTGTCCCCGTGrCCCCATCTCCCCATCTCCCC 

AGGCTCTCAGTGCTGCTCCCTGACTCCATCACTACGTGGGAGATTCAGGC 

AGTCGCCATCGTCCCTGGACATGGTGAGXGTCACCCCCTCCAATGGCCCT 

GCAGTGTCCCCCTGACATCCCCCTCGTGGTGTCCCCATGTCCCCCACGTC 

CCCAAGTTCCTAXGGTGTCCCCATGTCCCCCCTCTCCCCCTCCCCCCGGA 

ATGTCCCTGTGTCCCCGTGGTGTCCCTGCACTGCCCCGCAGTGATGAGGT 

CCTGGCAGGGCT GT GCGTGGCGGAGCCGCAGCGGGTGACGGTGACACAGG 

ACGTGCGTGTGGCGCTTTGGCTGCCCCCCAGCATCCGGCCCCXAGAGCAG 

ATGCAGCTGCAGCOCCTCATCCACAGCAGACTGCCCCGCAGCATCAACGX 

AAGCCCTATAGAGACCCCATAGGCACCCCAGAGATACCTCXTXCCCXCTA 

ATAAATACCACTTTGCTTC CAAT AGAT AAC CCT CCXGCC CCAXAGGXACC 

CCTGXGCTCCAXACTTGCCCTGCCACAGCATACAXACCCCXTXCCCXCCA 

ACAGAXAXGCGXTGCCCCAXAGATACCXXCTTTCTGCCCTATAGAXAACC 

CCXCATGCCCCACAGAXXCCCGXTXCCTTXCAATTGGTACCCCCTGCCCC 

XCATATAXCCCCCXCTACCCCACGGAXACCCCCTTAGACACCCGGXACCA 

CTXCTGCCCCAXGGATACCCCCTGTGGCACATAGAXACCGCTXCTGCCCC 

ACAGAXACCCCCTTCCXACXCCACXGTCCCACAGCCCCCACTGCCCCATG 

GC C ACC C ATAGCCTGGTGGCATCGGGTGAC AGTGACGGTGATGC AGGTGA 

CGGTGACACTGTCGGCAGTGGAGGGGGTGTGCGCGGCGCTGGATGGGGTC 

CCCCAGAXGCTGGAGCTGCCCCCGGGGAGGGCAGTGGCXGCACCCCTCAC 

TCTGGXGGCCCTCCACCCXGGGGACATCCCCATCACCAXCACCGCCCGCG 

GGCCAXGGGGGCTGGGGGACCGTGXCACCCGAGTCCXGCATGTCGAGGTG 

AGAXCAGTGGGGTCCCCTCCAGTCACCXGGGXCACCXCXGGGGXCCCTTA 

AAGCCCTGCGACCXCCXGGACAXXGTTGTCCTTGTGAGCCXGCGGTCACC 

CXGAAXACTGGGGCXGXCACTTXGAGGTXCATGGACACCAXGTCCCTGXG 

XCCATGGXGGCCCTGGACATGTXGGTCCXXAXGGGATCXGGGGACATGGG 

GTCCTTGGTGGTCCTGGATACTGCAGTTGTCCTTTTGTGGACACTATGTC 

CC CATGTC CTT GGTGGGAAT GGTGTC AX CC ATT CCCGCAGCCTGAGGGAG 

AGCX GCACCTGGAGGAGAGCAC CXACAX CCT GGACGCAGAXGGT GGGT GT 

GAGGACTGGGGGACACXGGGGAAACTGGGGACGTGGGGCCGGACCCTGTG 

GT GT GGT GT CC CT AC AGATAAGC GGAGC CGGAGCCTGAAGCT GC C GGGGG 

ACGTCCCTGCAGAGATCGTCCCTGATGGGGACTTCAGCATGAGCATCCGT 

GTCAGT GGT GTGTGGGGATGGGGACATGGGGTGGGGACATGGGGGT GGGT 

ACTGGGAACGTGGTGGGGATGTGGTGGTGGGCATAGGGGACATGGGGACA 

TGGGAGGAC ATTTGTT GGGGACATTGATGT CCATCCCTGATCAT CTCTCT 

GTCCCTATGTCCCCATACCCATGTGTGTGGCCAXGTCCGCACGCTGTGCC 

CCTGTGTGTGTCCCCTGGGTGTCCCCACATGTGCTCACATCCTTAXTACA 

TCCCCACATCTCCTG - GTACAACCCCGTGTGCCCTGAXGTGTGCCCCTCC 

ACACATCCCCATGGGTGTCCCAATGTTCCCATGTCCCTCTGCTCATCCCC 



ATCCACATCCCCATGCCT, 
TCCTATCCCCATGTCCCC 
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TATCCCTGTCCTTCAACTCCCCTCCCATCCCCACACCATCCCCATGTCTT 
CTGTCCCCACACCATCCCCATATCCCCCTGTCCCCCCTGTCCCTGTCCCA 
GGCCGGGTGCCGGGCTGGGCACTGCAGGGCGCTCTGGGGATAGGGGACTC 
TCTGCTCCGCTCCCCCCGGGGCTGTGGGGAGCAGTCCCTGATGTCAATGG 
CACCCACTGCTGCTGCTCTGCGCTTCCTGGATGAGAGCGAAGGGTGGGGG 
CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCAGGG 
TGAGCTATGGGGCAGGTTGTGCTTTATGGGGTGGGCAATGCTTTATGGGG 
TGTGCAGTGCTCCAAGGGATGTGCAGTGCTTCATGGGGGATGCAGTGGGG 
TTTGATTTGATTTGATTTATGGGTTTGCATTTCTCCTCCGAGGATTGCAT 
CTCTCTATGGTGTTTGCAATGGGATGTGCAGTGCTCCAGGTGGAGGTGCA 
GAGCCCTATGGGGGTGCAGTGCTGTGTAGGGGATGTCTGTGGTGTCCCCA 
ArGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 
AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCA.CCTGGT 
GAGGGGAGCGGGGATGATGTGGGGACATGGGGATAGTGAGGGGATGTGGG 
GATGCTGGGGTATGGGGATGTGAGGACATCATAGGGACATGAGCGGTGGG 
GCCATGTGGATTTGGGGACGTGGTGACACGGTGTCCTGGTGCAGGCTGAC 
GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 
CTGCCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 
CCAGATGGCGCCTTCTTGGAGCACAGGGCTGTGGTGCACCGTGAGATGCA 
GGTGGGTGACACATCACTGCTGTGTGCAATGTCCCCATGCAGGATCTCCC 
CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 
GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGACCCCGGCCC 
GGAGGCCACCGTGTCGCTGACGGCCTTCGTGGTGGTGGCCCTCCATGGTG 
CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 

CCC AT GTCC CC ACCCCTGT GTCTT GGTCCT CAT AT CC ATGTGTC ^CTTGT 

GCCCCATCCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 

TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCTCCACTATCCCCCGTATTC 

CCATATGTCCCCCTGTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 

GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC 

CCCCATGTCCGTGTCCTCCAGTATCCCCCATGCCTCCCCGTGTCTCTTCA 

TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 

ATCCCTGTCCCGGGCCTCCACGTTCCTCCGGGGCCGCGTGGAGCAGTTGG 

GGACCTATGGGACAGCCATTACATCCTATGCATTGGCACTGGTGGACACC 

GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 

GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT F i GURE 10 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTTTGTA 

TrCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC SUITE 1 

TrCAAATTCTTCTTCAATTTTGTTCTCCTGATTAATTCTCTTAAAATTAA 

CrCTCGATCAAGTTCTGCAGATTCGTTCCACTTCGGATGGATTCTTCTCC 

AAACTGTTCTTCAGATTCACTCTCCTTCAATTTCGTTCTTGTAATTAATT 

CTTCTTCAGAGTGATTCTTCAAACTCTTCTTCATGTTCTCTTCAAGTCCA 

TrCCCTGCACTGACTCCGGGTGCTCAGGACCCCCCCGTGACCCCATATGA 

CCCCATATGAACCCCCCATGACCTCCACAAAACCATATGACCCCGTGACC 

TCCCATGACCCCTCATGACCCCATATGACCCCCCATGACCCCATCCCTGT 

GCAGGTGGCCGTGCAACCTTCTGGCCATCCGGTGGCCCCGCAGCCACGGT 

GGAGGCGACGGGTTACGCCCTTCTGGCACTGCTGCAGAGCCGCGACATCG 

CCGGGGCTGCGAGGGCGGCACGGTGGCTCCGACAGCAGAGCAATTACGGG 

GGTGGCTTCCACTCCACGCAGGTGGGTGGGGGTCACTGACCCCCCGGGTG 

CCTCGGGGTGGGGGTGATTTGATCCCCAGGTACCTCTTTGGTGGCTGTGT 

CCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTGGAGGCG 

CTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGGGCTGAA 

CCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTGGCACTC 

AGGTTATGCTGAAGCCGGQ^fG^gCG^^ 

GGGAC ATGG C GGGAT qtggG^CI^jB^^^^'^^^^^'^^^^ " 
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TGTCTGGACTTGGTAGGATGTAACATGA&GACACTGGGGACATGGTAGGA 

CATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGACATGATG 

GACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATGTCCCCA 

GCJTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACGGCGAAG 

GGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGACC 

GATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGCCACGGT 

GTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCTCCGCCA 

GTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGCACCTGG 

AGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCACCCAAA 

GGCCCCGCCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGC 

ATATCCCAACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGA 

GGAGGCGGAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCG 

TGGAAGGGGCGGGGCCAGCAGATGACCCCGCCCCCCrCAGCCCCGTGTCC 

TTATGGGATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCA 

CGAGGTGGCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCC 

CTGGGGGCGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCGT 

GGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACTGGGATGGCGGTGG 

T GGAGAT C ACT CTGCTCAGTGGCTTCT C ACC CC AT AGAGCTGACCT GGAC 

AAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGGGGGGTTGAGGGGA 

GTTATGGGGT GTGGGGTTT GGGGGTGTTGGAGTT GTTGAGGTGGCAGAAT 

GTTTGGGTTGGAGTCATGGGATATGGGGCTATTGGGGTTTGAGGGTGTTG 

TGATGTTGGGAAACATTGAATTGGGGTTGTTGAGTTTGAGGGTGTTGGGG 

TGTGCGGGTGCAGAGCTGCAGCTGCTGGGTTGGAGTATTAAGGTGTTGGG 

ATGTTGGGGTGTTGGATGGCTTGGATGCGGGTGTTGGGGTGGGCACGTAT 

CTGGGTGCTGCTGTCCCACAACAGCTGCGGGACGTGGTGGATCACTGGAT 

CAGTCACTATGAGTTGGAAGGAAACCAGTTGGTGCTATACCTGGATGAGG 

TGTGTCCT C C CGTGT CACCCTATAACCCCAGT GGC CCC ATGTTCTCAT AT 

CCCCCATGTCCCCGTGTCCCCACACCATATCCCATTCTCCCCACACATCC 

CCGTGTTCCACCACGTGTCCTCATTTCTGTCCCTGTCCCCAGGTCCCCCC 

C GAGC GGC AGTGTCT C AGTTTTGGGGCCACC C AGGACGCGGCTGTGGGT C 

ACATGCAGCCGGCAATGGCAGCCATCTATGACTACTATGAGCCTGGTGGG 

TGGGGCCTTCAGTGGGAGGGGCCTAAATGGGTGGTGGTCTTCATGGGTGT 

GACCATTGGAGGAGGCGTGGCCGATCTGACCCCTCCATGCCCCATCCAGG 

ACAGCGCTGCACCGTCTTCTACAACGCCCCCCAAAGGAGCAGCACCATCG 

C CACACT GTGCTCC CCCAAAAT CT GT GAAT GCGCCCAAGGTAGGAC CCCA 

CTGTGACTCCATATGTAGGGCCCCCATCCAGTGAACCCCCACATCCTCCT 

CCTAATTTTTGAAGATCTGGGGGTGAAATTATGGGGTTTATAGGGGAGCG 

T GGTTGAGTGACATGC AGGAC ATGGAGGGAACC CACAC C AAGAACCTTGT ^-lUUKK 1U 

GTTTTGGGTCCCTGATGATGTTGGGAGATCCTATTGATGTTGGTGGTCCC _ 

CAGGGGGGTGTCC CC AAGCCCAAAGGAGGACAC AGGAGGTGAC AGCT GAT _ 

GAC CGC CAT GACTTTGCCTGCTACAGCC C CCGC GTGGACTATGGT GAGAT bUXii1 ' z 

CCCAAATCACTGCACCTCAAACCTGACCCCAAATTGGCTGCATCCCGAAC 

CCCAACTGCCCTAAATCCCATCTGCTGCCCCTGAGTCCCACAGCTGCACA 

CT GT ACCC C ACAAGT GG CCC CT GAAGCCT AAAAAC ATT CACGAGGATTTT 

GTAGTTTTCTCCCTGTACCCCAGTTGTCCCTCTGACCCCAAGAACCCCAC 

AGCT GCCCTATGCTGTCCCCTGCCCGCCATAACTCCTCT GAT ACAATAAC 

CCCCGTGACCCCATCTTTATGACCTCCATGACCTTTGACCCCCAGCACTG 

GTGGTTCGGGTGCTGTCCCAGAGTGAGATAGGGGCTTTTGTGGCGTTTGA 

GACGGAAAT C AAGGAGGTGCTGCTT GAAGGT GAGACT GAGGGT AGTGG GA 

C GGACTGGAAGGTGAGAATGGGAGC AC TGGGAG AGGC AGGGAGT ACT GAG 

AGGGACTGGGAATGACTGGAAATTGAGACTGGGTGGACTGGGAACTCTGG 

T AGAGAC T GAATGGGT AT ACTGGGAAC ACTG GAAGAAGTTGT GGG ATGAG 

AAGAGGATGCTGGGATAGC A.GACCCCCCCCCTTGTGCTAGGGGGGTCTCT 

C AGC CAT ACT GGC AC AAT AT GAGAGT AT ACT GGGTGGT ACTGGGAAAGCT 

GGGJ^ACTCATACTGGT£|^^ 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 

CT GC AACTC CACAACAT CT ACCT GGTGAT GGGGGGCAGC GGGAGGAC GCG 

GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 

TGT GTT CTCATGTTCCC ATGTC CCAT ATC CC AGT GTTC CT AACCCCATAT 

CCTTGACCTTGAGCCCATAC CCTGAT ATCCCT GACC CT GTC CCC ATTCT C 

AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 

CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 

AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 

GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 

AGT GGTAC C ACT GTT GGATCAGTTGGGATCAATTGGGAAT AAACTAGTGT 

TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 

AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 

GGACCAACTGGGATCAC ACTGT GGT C AGCT GGGATC ACACTGGGTCAAAA 

AAGATCACAGTGGCCCAATTGGGGTCATACTGGGGTGAGCTGGGATCAGA 

ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 

CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 

GTGACGT CACTTCGCGGCGCGCTATTC GAACTCCAGCAGCGCCCC GCGGA 

GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 

CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 

CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC 

GGAGCCTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT 

TTCAGCCCGCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCrGCTGCGCCGCCAGCCCTTCGCGCGC 

GTGGTAACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG 

GACCATCCCCCCACGGATGGATCCCCCCCCACACACATCCAACGTGGGAC FTCmp 

CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG ^ u ** 

AGACACTCTCCCCCCTCCCCCAACGGAACACCCCGAAAATGGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAATGGG SUITE 3 

ACTTACCACAAAGTGGGATCTTCCCCCAAAATGAACACCCCCTCAAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CG^AAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTTCCTGGCAGTGGACGCAGGCGCAGGCGGGTTGGTCACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

ACCAGCAATGCTGGTTGGGTTCTGGGTCCACCCTGGCTTGTATGGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 

TGGTTTT 



FEUILLE DE REM PLACEMENT (REGLE 26) 
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GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 

GTATGCTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTQTGG 

TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

TAACACTGTGATGTGGCGGTGCTGCCGGGACGGAGCGACGGCGCTGCCCA 

XCCGTGCCACGXGCCAGCAGAGGGGACAGCGGGXGACGACGGCCGGGGGC 

XGCCGAGACGCCXXCCTGCAGTGCXGTGAGGXGGCACAGAATCTGCGGCG 

GAAGGGACAGCGCGGGGGGTTGGCACGGGGTGAGTGTCAGCAGXGTCCCC 

AAAGCGGGGAGGGGXGACCTGGGGTGGXGGCGGXGGGGTGTGGGGGAGTT 

GXAGAAATGGGGACCCCAXXGGXGXGGGGAGGXXTGGAXAAGGGGXCCCC 

AXGGGXGGXGGCACAXGGGGACAXCCCAXAGCCTGGGAXCCCAXGGTTGG 

GGCCAXCCCGXACCXGGGATCCCCACAXGGGAGGAXGXCCCCCGCXGXCC 

CCAXGGCAGXGAXGGAGGCACAGCXGGCAGAGCAGCXGXTGGAXGAXGAX 

GAGGACGXCCCCACGAGGAGCXXCXXCCCTGAGAGCXGGCXGXGGCGACG 

CAXCCATGTTGCTGGCACTGCACGGTGTGTCCCCGTGTGTCCCCATGTCC 

CCATGTCCCCATGACTTTGTGTCCCCGTGTCCCCATCTCCCCATCTCCCC 

AGGCXCTCAGXGCXGCXCCCTGACXCCATCACTACGXGGGAGATXCAGGC 

AGTCGCCAXCGXCCCXGGACAXGGXGAGTGTCACCCCCTCCAATGGCCCT 

GCAGTGTCCCCCTGACATCCCCCTCGTGGTGTCCCCATGTCCCCCACGTC 

CCCAAGTTCCTATGGTGTCCCCATGTCCCCCCTCTCCCCCTCCCCCCGGA 

ATGXCCCTGXGTCCCCGTGGXGTCCCTGCACXGCCCCGCAGtGATGAGGX 

CCTGGCAGGGCTGXGCGXGGCGGAGCCGCAGCGGGXGACGGTGACACAGG 

ACGXGCGTGTGGCGCXXXGGCXGCCCCCCAGCAXCCGGCCCCXAGAGCAG 

AXGCAGCTGCAGCCCCTCATCCACAGCAGACTGCCCCGCAGCATCAACGT 

AAGCCCTATAGAGACCCCATAGGCACCCCAGAGATACCTCTTTCCCTCTA 

AXAAAXACCACXXTGCXXCCAATAGATAACCCXCCTGCCCCAXAGGXACC 

CCTGTGCTCCATACTTGCCCTGCCACAGCATACATACCCCTTTCCGTCCA 

ACAGATAXGCGXTGCCCCAXAGAXACCXXCTXXCXGCCCXAXAGAXAACC 

CCTCAXGCCCCACAGAXXCCCGXTXCCTXXCAAXTGGTACCCCCTGCCCC * 

TCAXAXAXCCCCCTCXACCCCACGGATACCCCCTXAGACACCCGGXACCA 

CXXCXGCCCCAXGGAXACCCCCXGXGGCACAXAGATACCGCXTCTGCCCC SUITE 4 

ACAGAXACCCCCXXCCTACXCCACXGTCCCACAGCCCCCACTGCCCCATG 

GCCACCC AX AGCCXGGX GGCAT CGGGX GAC AGXGACGGTGAX GC AGGT GA 

CGGTGACACXGXCGGCAGXGGAGGGGGXGXGCGCGGCGCXGGAXGGGGXC 

CCCCAGAXGCXGGAGCXGCCCCCGGGGAGGGCAGXGGCTGCACCCCXCAC 

TCTGGXGGCCCXCCACCCXGGGGACAXCCCCATCACCATCACCGCCCGCG 

GGCCATGGGGGCXGGGGGACCGTGXCACCCGAGXCCTGCATGTCGAGGXG 

AGATCAGXGGGGXCCCCXCCAGXCACCXGGGXCACCXCXGGGGXCCCTXA 

AAGCCCXGCGACCXCCXGGACAXXGXXGXCCXTGTGAGCCTGCGGXCACC 

CXGAAXACXGGGGCTGTCACXTXGAGGTXCATGGACACCATGTCCCXGXG 

TCCAXGGXGGCCCXGGACAXGXXGGTCCXTAXGGGAXCXGGGGACATGGG 

GTCCXTGGXGGTCCTGGAXACXGCAGXTGXCCTXXXGXGGACACXAXGXC 

CCCAXGXCCXTGGXGGGAATGGTGXCAXCCAXXCCCGCAGCCXGAGGGAG 

AGCXGCACCXGGAGGAGAGCACCXACAXCCTGGACGCAGAXGGXGGGXGT 

GAGGACXGGGGGACACTGGGGAAACXGGGGACGTGGGGCCGGACCCXGXG 

GTGTGGXGTCCCTACAGAXAAGCGGAGCCGGAGCCTGAAGCTGCCGGGGG 

ACGTCCCT GCAGAGAXC GXCCCT GAX GGGGACXT CAGC AX GAGCAT CCGT 

GTCAGTGGXGXGXGGGGAXGGGGACAXGGGGXGGGGACATGGGGGXGGGX 

ACT GGGAACGTGGX GGGGAT GT GGT GGX GGGC AXAGGGGAC AX GGGGACA 

T GGGAGGAC ATXXGXXGGGGACAXT GAX GX C C AX CC CXGAT C AXCXCX CT 

GXCCCXAXGTCCCCATACCCATGXGTGXGGCCAXGTCCGCACGCTGXGCC 

CCXGXGXGXGTCCCCXGGGXGXCCCCACAXGTGCXCACATCCXXAXXACA 

XCCCCACAXCTCCTGXGTACAACCCCGXGTGCCCXGAXGTGTGCCCCTCC 

ACACATCCCCAXGGGTGXCCCAATGTTCCCAXGTCCCTCXGCXCAXCCCC 
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A5FINB.txt 



TATCCCTGTCCTTCAACTCCCCTCCCATCCCCACACCATCCCCATGTCTT 
CTGTCCCCACACCAXCCCCAXAXCCCCCXGXCCCCCCXGXCCCTGTCCCA 
GGCCGGGXGCCGGGCTGGGCACTGCAGGGCGCTCXGGGGATAGGGGACXC 
TCTGCTCCGCTCCCCCCGGGGCTGTGGGGAGCAGTCCCTGATGTCAATGG 
CACCCACTGCTGCTGCTCTGCGCTTCCTGGATGAGAGCGAAGGGTGGGGG 
CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCAGGG 
XGAGCTAXGGGGCAGGXXGXGCTTXATGGGGXGGGCAAXGCXXXATGGGG 
XGTGCAGXGCTCCAAGGGAXGTGCAGTGCXXCAXGGGGGATGCAGTGGGG 
TTXGATTXGAXXTGATXXAXGGGXXXGCAXXXCXCCTCCGAGGAITGCAX 
CTCTCTATGGTGTTTGCAATGGGATGTGCAGTGCTCCAGGTGGAGGTGCA 
GAGCCCTATGGGGGXGCAGXGCXGTGTAGGGGATGXCTGXGGXGXCCCCA 
ATGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 
AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCACCTGGT 
GAGGGGAGCGGGGATGATGTGGGGACATGGGGATAGTGAGGGGATGTGGG 
GATGCTGGGGTATGGGGATGTGAGGACATCATAGGGACATGAGCGGTGGG 
GCCATGTGGATTXGGGGACGXGGX GACACGGTGTC CTGGTGCAGGCTGAC 
GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 
CTGCCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 
CCAGATGGCGCCXXCTXGGAGCACAGGGCIGTGGTGCACCGXGAGAXGCA 
GGTGGGTGACACATCACTGCTGTGTGCAATGTCCCCATGCAGGATCTCCC 
CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 
GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGACCCCGGCCC 
GGAGGCCACCGTGXCGCXGACGGCCXTCGXGGXGGXGGCCCXCCATGGIG 
CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 
CCCATGTCCCCACCCCTGTGTCTTGGTCCTCATATCCATGTGTCCCTTGT 
GCCCCATCCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 
TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCTCCACTATCCCCCGTATTC 
CCATATGTCCCCC1GTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 
GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC FIGURE 10 

CCCCAXGICCGXGTCCXCCAGTAXCCCCCATGCCXCCCCGTGXCXCTXCA 

TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 

ATCCCTGICCCGGGCCXCCACGXXCCTCCGGGGCCGCGTGGAGCAGTXGG D 

GGACCTAXGGGACAGCCATXACAXCCXAXGCATTGGCACXGGTGGACACC 

GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 

GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTrTGTA 

TTCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC 

XXCAAATXCTTCXTCAATTXXGXXCTCCTGATXAAXTCXCTIAAAATXAA 

CXCTCGAXCAACTTCTGCAGAXTCGTTCCACTXCGGATGGAXXCITCXCC 

AAACTGTTCTTCAGATXCACXCTCCXTCAATTICGXTCXXGXAAXTAATX 

CXXCTTCAGAGTGAXTCTTCAAACXCTXCTXCATGXTCTCTXCAAGICCA 

XXCCCTGCACXGACTCCGGGTGCTCAGGACCCCCCCGXGACCCCATAXGA 

CCCCATAXGAACCCCCCATGACCXCCACAAAACCAXAXGACCCCGTGACC 

TCCCATGACCCCXCATGACCCCATATGACCCCCCATGACCCCATCCCTGX 

GCAGGTGGCCGXGCAACCTTCXGGCCAXCCGGIGGCCCCGCAGCCACGGX 

GGAGGCGACGGGXXACGCCCTXCTGGCACXGCIGCAGAGCCGCGACAXCG 

CCGGGGCXGCGAGGGCGGCACGGTGGCXCCGACAGCAGAGCAAXXACGGG 

GGXGGCXXCCACXCCACGCAGGTGGGTGGGGGXCACTGACCCCCCGGGTG 

CCXCGGGGTGGGGGTGATXXGATCCCCAGGTACCXCTXTGGXGGCTGTGX 

CCCCAACCTGCTXGGTGTTCCCGCAGGACACGCTGGTGGCCCXGGAGGCG 

CXGGCCCAGATGXGGCTGCACXGGGGCCGTGGGAACACAATGGGGCXGAA 

CCTGGGGCTCTCCXGGCCGGGGGGXGCCCGGGGGAGGGCTGGTGGCACXC 

AGGXTAXGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCXGCAGGTG 

GGGACATGGCGGGAT(|^^££^|^G^^^p^^Gr|^^^A^Ajg^G^gA^IA 



*> * 
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GCSACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGArr 
^^ CTCAC ^ C CTCCCCTCATGGTGTCCCCTCATGCTGC^CGGT 

S^^ TGCTGTCAC CTCCGAACGCCACGTGCCAGGCGCTGCACc5S 

GGCCC £ GCCCCCTTTTCCT ^^ 

T^aa^^ GGGGGAG ^ A ^^^^ A ^^ A ^^G^CAGTGCCCG 

^ A ^ GGGA J GCCCGTAA GCGGCAACGCCG(^GC^CACATAACCCTGCCCA 

^ GG ^ GGCCTTCCTG GTCTGCTTCCGGTGAGGGGCGGAACTTCcS 

S GGG ^ G £ GGGTCTT ^^ 

r^ AGA ^ ACTCTGCTCAGTGGCTTCTCACCC ^ TA GAGCrGACC^ 

AAG ?J AGG ^ gcccagggggactogt ^ a catgttggggggttgagS 
SJS? gggtgtggggt ^gggggtgttggagttgttgaggtggSS 



TCT? G ^r?S G 4 AA ^ ATTGAATTGGGGTTGTTGAGTT 
I?G? C ?rr?S? AG ^ GCTGCAGCTGCTGGGTTGGA ^ 

a I g ^ ggggtgttgga tggcttggatgcgggtgttggggtgggcacgtat 



^5I G ™ CATATGTAGGGCCCCCATCCA ^GAACCCCC^^^ 

G iiE GGG ^ GGCTGATGA TGTTGGGAGATCCTATTGATGTTGGTGGTCCC 

r A r CGC S A r GAC ^r GCCTGCTACAGCCCCCGCCTGGA CTATGGTG 
?r^^ CACTGCACCTCAAACCTGA CCCCAAATTGGCTGCATCCCGAtc 

GGGAG GACTCATACTGGT|3E a ^ 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 

CTGCAACTCCACAACATCTACCTGGTGATGGGGGGCAGCGGGAGGACGCG 

GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 

TGrGTTCTCATGTTCCCATGTCCCATATCCCAGTGTTCCTAACCCCATAT 

CCTTGACCTTGAGCCCATACCCTGATATCCCTGACCCXGTCCCCATTCTC 

AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 

CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 

AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 

GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 

ACTGGTACCACTGTTGGATCAGTTGGGATCAATTGGGAATAAACTAGTGT 

TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 

AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 

GGACCAACTGGGATCAC ACT GTGGTCAGCTGGGATCAC ACT GGGTCAAAA 

AAGATCACAGTGGCCCAATT GGGGTC ATACTGGGGTGAGCT GGGATCAGA 

ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 

CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 

GTGACGTCACTTCGCGGCGCGCTATTCGAACTCCAGCAGCGCCCCGCGGA 

GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 

CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 

CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC 

GGAGCCTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT FIGURE 10 

TTCAGCCCGCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCTGCTGCGCCGCCAGCCCTTCGCGCGC 
GTGGTAACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG SUITE 7 
GAC CAT CCC CCCACGGATGGATCCCCCCCC AC AC ACATCC AACGTGGGAC 
CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG 
AGACACTCT CCCCC CTC CCC CAACGGAAC ACCCCGAAAAT GGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAArGGG 

ACTTACCACAAAGTGGGATCTTCCCCCAAAATGAA.CACCCCCTCAAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CGGAAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTT CCTGGC AGTGGACGCAGGCGCAGGCGGGTT GGTC ACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

ACCAGCAATGCTGGTTGGGTTCTGGGTCCACCCTGGCTTGTATGGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 
TGGTTTT 
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AGAAGAGCCCCGTGATGTCCTCCAGGTGCGGTCCCTCGGTGCCTGTGGGG 

ACAACGACAGCCCTAAGCACAGTGTCACCATCCTGGGTGGGGTCCCCAAC 

CCAAATCCATGATCTCCCATTGTCCCAGGCCATGGTCCTGArGTCCCTCA 

GACCCTCCTAACCATGGTCCCAGCATCCCAATACCTCCACGTGTTTCCAA 

TATCCCCACATCCCCCCTCACCAGCCAGGAGCAGTCGGACGGAGACACGC 

ATTGGTTTGGCCAGTGCAGTGTGGGTGACAACGCAGCTGTAGATGTCCCC 

GTGGTGTTGGGGGCGTGCGGGGATCAGCCGTGCTGCCGCCGTCCGGCTGT 

AGGTTCCATCGGCTGCCTGGCGGTGACCTGAAGTCCAGCTGTCCATCACT 

GTGTCCCTGGGTGACTGTGATGTCCCCGAGCCCCCGGCGCGGCGCTGCCA 

CGTCACCGTCACATCCAAGGGGTAGAAGCCAGACACGTGGCAGCGTAGCT 

CTGCTGACGTCCCCGGGGCCACCACCAGGTTCTTCGGGGACAGCGTCACC 

rTGGGGGGCTCTGGGAGACATGTGGGGGGACATCGGXCCCATATAGCCCA 

TAGGGCCCCTCCTATAGGGCTCATCCCCCCCTATAAACCTACAGGTGAAC 

TATGGGATGATGCCACCCCATCCTATAGTCCTCATAGGAATACCACCCGG 

TCCCATCCACCCTATAGCCTCCATAGGAATACCACCCAGTCCCATCCACC FIG ^E 10 

CTACAGCCCCCCACAGGAATATCACCCAGTCCCATCCACCCTACAGCCCC 

CATAGGAATACCGCCTGCTCCCATATGTCCTATCTGACCAATAGGAATAC 

CACCCAGTCATACACACTCCGTAGGAACACTGCCCAACCCCACACCCCAT SUITE 8 

AGGAACACCGCCTGCCCCACATGGACGCACCAAAGACGTGGAGCTGCAGC 

ACTGTCTGTGTGTGCCCGTGGGGCAGGAACACGGAGCAGATGTAGGTGCC 

CTCATCCCCCGGTGATGGCCGCGCCAGCCGCAGTGTCACCGCTGTCACCC 

CGTCCCCATCCCGTGTCCCCAGCAGCAGTTCGGCCCCGGGGGXGGCGCGG 

GGGGCGCGGGCGGTGGAACTGTCATAGG 
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S^^ ACCCAGGTCT ^ GCrA GTTTATCTGCAATGAAACAS?A?SJ 



FIGURE 10 



SUITE 9 
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y^GATCAAGTTGAGTAGACATAGi 



ssssr™™™™™^ sum 10 
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tt^asaSSSSI^^^^^S figure io 



SUITE II 
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TCACCTGGCTTTGCTGCTCCAGACCCCGCAGGAAGCGACCCCCCTGGCCC 
CTGGCATCCCGCAGCCCCACACGCAGCTGTGCACGGCCCCACACTGGCGr 
CCCATCTGGGAATCTGGGGGTCCAAAGGGTCAGTGGAGTCAGGCGGGTCC 
AAAGGTCAGTGCGGTCAGGAGGTCCCCAGATGTCAATAGGGTCAGGGGGA 
GGGATCCCAAAGGCCAATAAGGTCAAGGGGAGAGATTCCAAAGGTCAGTA 
GGGTCAAGGTGCCCCAGAGGTCAATAGGGTTGGGGGAACCCAAAGATTAT 
^^^ GGAGTGACCCC ^ GGACATCAGGGCCA CTGATTTGGGGTGG 
^™S GAGAGGAATTrGGGGAGrTCAGGAGAGTT GGAGGGGATTTGGGAGG 
GAGACAGATGG SGATTTTGGTGGGAATTTGGGGAAGATTGGG 
TGGGATTTGGGATTTGGGTGGGATTTAGGTGGGGATTTGGGGGGATTTTG F ^ G ^ 10 



SUITE 12 
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CCTGAAACTTTGGGGXGAGCATCTCCATCAGCTCATCTGCAATGCAATGr 
GATCTTCCAGTCrTTGGGTTTTGTGCTCGTTGTGCCACrATTTTCATGfir 
ATCCTAAGATGGTGCTGTATTATTTTTGTGACACTGTAAGAGACTGGArr 
AGAAATTTTGTCACAAATTAACAAAAAAAAAAAAAAAAAAAAAA 



FIGURE 10 



SUITE 13 
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GTTCTATGATTTCTTTGGTCCGAATACCATGAAATCTGATATTTCCATTT 
™^ GTATATC ^ TCGCGTCTTT ^ C GCAGACCGCAGCTA^GGT 

gaccaacggtacttccactgcgaacaaaattgttggtatgtactctS 
™ cgcttacggtattcttgg *ggt^^^ 

SUITE 14 
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CCACCACCGCTTTGGGCAGTGCCAGTGCTCCTCACAGGCTGTGGGGCAGA 

GCAGGTGACCCCCCAAGGATTTCCCCTACAAAGAGCCCCACAGAGACAGA 

AATC CTT CAC CTGAGCT GCAGCAAGCGCGCGGCTAC ACC C AGCATCAAT C 

TTTGCCCAGCTTCTACCTTTGCCCAGCTTCTACCTTTGCCCAGCTCCAGG 

GTGCAATGCGAGCAACTTGGCATCAGACCAATACAGTCAAAGGTTGGAGA 

ACATAAAACACAT CC CATTGCAGCTTX GTGC ACCACCCTGGGTCTCT GCT 

ATCACCAGGAACATGGACACAGGAGAAGCTTTGCCATAGCACAGGAGAAA 

GCTGTGCGCTGCACTTCATGAGCATTTCTCTCAATTTCTCCTGTATCCCA 

CAGGTTACAGGCACCAGTAATTCTGCCAGAGCTATTCTGAAGGGCACGTG 

GTGAAGGATTATGGCTTGGAGCAGTGGGGAGAGCCAAAAGCCCTTCCCAC 

ACTTGATGCACTCCAAGGGTGTGATCCCAGCATGCAGCCTCTCATGTTGG 

AATGGT CAATTTTAT CCTAAAAT CCTCTT GCACTTGGAGCAATGTTGAGT 

TATTTT CCCCAT GTGCASTCACAGTGAGGTCC CCCTGAAGC CTACTCTTC 

TCCAGCCAATTTCTTATGATCACGAAGGGGATGATATGATGGTGACArGG 

GGGATTTCCACGTGGAT GCTGCAGGGCAGATGGGGAAGGGGT GAGGGGAG 

ATGCCCACCAGCAGAGTTCCCAATCAGGACACAGCAGTTTrGCTGCCAGC 
ACCAGGAAGCAGCTTCCCCTCCTTTCCCTGCTGGGAAATCACTCCTTTGG 
AATGTTTTTTTTTTTCTGCTGCTCACCCACATTTTGCACAGGGCTGATCT 
TCCAGGTCAGCCCAAACTCTGCATCCCCGCACGGATAACCrCTCCCTCCC 
TAAGAATCAGTGCATCCTGCCTGCCTGCAAAGCAGCTGCTGAGATGTCTT 
TTGCAGCCCTTATTCCCGCAGACCCCGTGCAGAACCACACACAXCTCCAT 
CCTCTCCTCCGTTGGCAAGGAATGGGTTTGCAAAGGGATGGGCACAACCA 
GCAAT ATGC AAAGGAAGAGGTGT CGAAAGTCXGGGGAGC AAT GAATCTGT 
CCCCCGGAAGATGTTTCCATGGGGCAGTTAAGGAGGAGAATTGGAAATGA FIGURE 10 

AGCAGATGATGCAGCAATGAAACTATCCCAGAAAAGGGGGGAAAAGCAR.T 

TCTGGTAAT GAAGATACATAAAGGAGAAGGGCTT CTCGCTGT CTGGACGC CTTTW 

AGTTCTGTrGGTTAACGTCTTTTCTCTTTGTGCTCTTTGCACTTTTTTCT bUITE 15 

TTGCCTGCTCTGGTCAGGATGAGGCAGAGCCCTCACGGGGCCCTTTCACA 

CCTTTTTTTAGCACACAGAAGCGCAGCGGCCGTCTCAGCACCCAGCATCG 

ATGAGAAGGGACTGCAAATAAATTAAATGCGTTACTGAATAGACAGTCGT 

AATTAAAAGT CAAACCCATCC CCT CCC AGT ATTCCAGCTGC CGAGGCATC 

GGTTGGCACAGAArCACCAAATATTGCCTTTCTTCCCCCATCCCCGCTTA 

TCAGCCAATGCTCTCTGACCCCTAAAAGGTCTCGATTTGGGGTCTTTTTG 

TTGTTGTTGTTGTTGXTCTGGGTATTTTTAGGCTTTTATTATCAGCGATT 

TTTCAGCTTCTCACTGOTTACCCCCCAGCTCAGCACCGCATCGCXCACTG 

CCAT C GCTGAACC C AGCGGCGTTTCCATC CCT CAGAG AGC AGCAAAATGA 

GACATCGGCCGTCGTGCACGGAAGGGAAAGGCTGTAGGGTACATCTACCC 

TTATTTCTTGGGTTTGTGTTTTGTTTTGTTGTTATTTAGAAGCAAAACCA 

AGACAACAAAGCCCAGCCAATGCCATTTCCTGGCAGTGGACGCAGGCGCA 

GGCGGGTTGGTCACAAAGCAAGAAGTTGCTGCGGGACTTTGTCGTTTTGG 

GGCCGTTCTCGTGAACTTCTGAGCCATGGATGAGGAAATTACTTATGCTG 

ATTTAAGGCATCCTACGGGCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGT 

AAGGGATGCTCTGTGTGGTGGGTGCTCACCGCAGGCTTGGTTTGGGGGCT 

TGCTGTTCTCTGAGAAACACCAGCAATGCTGGTTGGGTTCTGGGTCCACC 

CTGGCTTGTATGGGGGAGTAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGG 

GAATGGCC AGAGGT GTGGTGGTT TT GAGC AAAAATCAGC CCAGATCGGGA 

AGCCC AATGTG AGAGAATGGAAT GAAAT GGTGGC AAACGC AC C CT GC ATC 

CACGTGGCATGAGGGCTGCAGACATCCCCGCCCTCCCAGCCACCGGCTGC 

CCCACACTGGGCTCAGCTCACAAAGCCTGGGGGCTGCTCAGCTTCCACCC 

CATGCTCTATGGAGCCTGCAGGGCCTCCACCACCTCCAGAACCACACGTG 

GAGGTGATGTCCCTGTGTCCATCTGACCTCCAGCGGGAGCCCATCCCATG 

CTCCCTGCTGCTGTCACCCCTCTGTGCCACCTCCTTCCCAGCTGGGAACC 

ACTGGGAGCCACTGGGAAGGGTCCAGGGGACCCTGGAACTGGAGGAAAAC 

AAACAGGCATCAACTTCTGCTCATACACAGCATGGGAACCAATGGGAAGG 

GTCCGGGGACCCCAAATfgE^^gft^g^ 
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ATTTGTTGTTCAGCAGAATGCATCTGTGTGCCCCATCCCCACTCCACTTC 
ATTTCCTTTCTTTTCCTGCAATAGGAAATCCATCTTGGAGGGGACGGGGA 
CACAGGCAGGCTCACAGAGGGGACCCTGGGGTAGCAGTGCCGGATTTGGG 
CT GAGGCC CATAGCAGTGACCACAGAAT CGGTCATTT GTC CGTTCATGGT 

GAAGATGGGAGGGGGTTCAGCAGAAGCACTCCCTGGGACTCCCAGAGGGC 
TGTCTCAGAACCGCTGCTTTCCTTGCACAGAAGATGAACCAXTTTTGTAG 
GGGGAGGGTCCAGGATGTGGTTGCAGTGTGAACAAAGCCTGTGTGCTTTT 
ATAATTCTCTTCCTGCCTGCTGCTGTCATTTCTGAGGGCTGAATGGGCAG 
C ACGGGC AGACAGCAGCGT GGCTCC GACACTTCTATGTCT GCAGTGC CCA 

TTGCAGGAAGAGAAAAGAAATGGAGTGGGGATGGGGCAAACAGATGCATT 

CXGCTGAACAACAAAXCCGGTATTTTTTTATTGAGAGAAATAACACAGGA 

TTGTGAGCTGATTGCATGAGCGCATGCAGCGATGTCCCCCCGTGTGCCCG 

GGCAGTGCTGGGGTCTGCACAGCCCAAACTCCTCACAGAGCCGTATXGCA 

GAGCTTCACCCCAACGCCTGGGGCTTTTGGGGTGGGCACACATCAGAGGG 

AGGGACTGCGTTGCCCTCCATCTCCTGCACATTATGGATGGAGACGTAAA 

GGTTCTTTCTGGCAGACCCACTGGTGTTCACCACTACAGACGTCGCCCTC 

CACTTTTGTGTTCTTGAAGGTCCCGCAGCGATTCTCCATCACGGAAAGGT 

TAT CAGACCTGCAAAATAAGGCT GTTTGCACCCAAACACC C GACTTGAAG 

GAGGCGGGCAATGGTTGCAGAAATACTCACTCTGTGCTGTTGTAGGAGGA 

GTT GTCCAC CC ATTTCCATT GATTTGTGGACACTTCT AAT CCAAT CCACA 

CCGGCTCCGCACCTGCCATCTGCTGGAGGTGATCCTGGGAAATGGCACCA 

AAATCCTTCTGCAAGGGGCTGGAGGGGTGCAGAGCCACCAAGTCTGCCTT 

GTTGGACCCCCAGCAGATGGGACTCAGACAGCAGCCATGCCTGGAATGCT 

GCCTGGCTCTGCAGGCGGCTCAATGGGTGGGAATGGCTTCAAACCCGAGA 

TGGAGGCACCGGTGTGACCAGCTGAGCTCTGCTTCCATCCTTCAGCCTGT 

TTGAAGGGTGGGAGGGGACACAACCCCCATGTCCCACCCCTAGCCTGAAC vrrrmv in 

CTTGATGTCCTTAACTCAAACCATAATGTGCGCAACCCCAGCGTGCCTGA *- LW,JUS 1U 

CCCCAACCCGTGTGCCTACTGCCATGTGTTGACCCCTAACCCTAAAGGGC 

ATAATCCAGACCCCAATCTCTCCAGTGATGCTTTAGCCCCATTTGGGTTT cttttt? t*. 
GGAACCACTGACCCTCCTGCTGCCGCCCAGTCACTCCAGAGCGGTTTTCT bULTE 16 
CCCACAGAATCCACCAAACCCACACATTTTCAGGTCCCGTCCAGCTCCCT 
GCTCTATGCTTACCTCTTCTGCCTTCTTCCGGAGCACAGCCAGCTGAGAC 
TGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTTCTGT 
GGAAAGCTCATAGCATCGGTCCCCTAAAAGCCTCCAGAACTGGGGACAGA 
GCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTCAGGT 
GGGAGAAATCCCACCCAGGAGGATTTCCTTGGGAAGGGCATTACCTGCAG 
AGCTGTTCCATGTGGATTGGCAGAAGTACTGCTCAATGGAGGTATTCTCG 
CAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGGCAGC 
GCTTGGAGGTGGTGTTGTTTTCTGAAA.GACTTTTGGGCACAACCTGGGGT 
GAGACGCGGCCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGG 
TTGGATCCTCGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCA 
GTTAATTAAACTGTCTAAAACCATATTTTGTATATAATTAGACATGATGT 
TTACTGCTTCTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTGCAGA 
AGGGAATTCCTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATCACCC 
AAACTCCAGTGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTT 
TCTGCTCAGAAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTG 
ATCACTCACCGCACACGCTGAGCCCTGTCACCAGCAGCAGCAGCAGCAGC 
AGCAGCAC C C C CAGCATGC AGGCTTTCT GGAAGTC CC ACGGAAC TGGAAG 
AGCCCACACTTATATAAAACAGACATTTTGAAAAAACTTTTCCTTTTACA 
GAAATGATCTCCCTGTGAAAGAGCCCCTCCACCAACCTGCTACGTTAGAG 
CAGAAGTTGATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACC 
CTTCCCATTGGr^CCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTG 
TTTTCCTCCAGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTG 
GTTCCCAGCTGGGAAGGAGGT^CACAGA<^GGTGACAGCAGCAGGGAGC 
ATGGGATGGGCTCCCGMlM^efiflfi^^ 
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FIGURE 10 
SUITE 17 
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CCCAGAACCCAACCAGCATXGCXGGTGTTTCTCAGAGAACAGCAAGCCCC 
CAAACCAAGCCTGCGGTGAGCACCCACCACACAGAGCATCCCTTACCGCG 
CT GC CGCXTAGCAGGAGGC AAACT GCCCGT AGGATGC CT XAAATCAGCAT 

AAGXAATXTCCTCATCCAXGGCXCAGAAGXXCACGAGAACGGCCCCAAAA 

CGACAAAGXCCCGCAGCAACTXCXTGCXTTGTGACCAACCCGCCTGCGCC 

TGCGTCCACTGCCAGGAAAXGGCATXGGCTGGGCTTTGTTGTCXTGGXTX 

TGCTTTTAAATAACAACAAAACAAAACACAAACCCAAGAAATAAGGGXAG 

AXGXACCCTACAGCCXXXCCCTXCCGXGCGCAACGGCCGAXGXCXCAXXT 

TGCTGCTCTCXGAGGGAXGGAAACGCCGCXGGGXTCAGCGATGGCAGXGA 

GCGACGCGGTGCTGAGCTGGGGGGTAAGCAGXGAGAAGCTGAAAAATCGC 

TGATAArAAAAGCCTAAAAATACCCAGAACAACAACAACAACAACAAAAA 

GACC C CAAATCGAGACCXTTTAGGGGXCAGAGAGC ATT GGCTGATAAGC G 

GGGATGGGGGAAGAAAGGCAATATTTGGTGATTCXGTGCCAACCGATGCC 

TCGGCAGCT GGAAT ACT GGGAGGGGAT GGGXXTGACXTXT AATXAC GGCT 

GTCTATTCAGXAAGGCAXTTAAXXTAXTTGCAGTCCCTXCTCXXCCATGC 

TGGGTGCTGAGACGGCCGCTGCGCTXCTGXGXGCXAAAAAAAGGXGTGAA 

AGGGCCCCGTGAGGGCTCTGCCTCATCCTGACCAGAGCAGGCAAAGAAAA 

AAGTGCAAAGAGCACAAAGAGAAAAGACGTTAACCAACAGAACTGCGTCC 

AGACAGCGAGAAGC C CTTCT CCXXTAXGXATCTTCAXTAC CAGAAXTGCT 

TTTTCCCCCTTTXCTGGGAXAGXXTCATXGCXGCATCATCXGCXTCATXT 

CCAATTCCCCTCCTTAACTGCCCCATGGAAACATCTTCCGGGGGACAGAT 

TCATrGCTCCCCAGACTXTCGACACCTCTTCCXTXGCATAXXGCTGGTXG 

TGCCCAXCCCTTTGCAAACCCATTCCTTGCCAACGGAGGAGAGGAXGGAG 

AXGT GT GT GGTTCXGT ACGGGGXCT GC AGGAAT AAGGGCX GC AAAAGACA 

TCTCAGCAGCXGCTTTGCAGGCAGGCAGGAXGCACTGATXCXXAGGGAGG 

GAGAGGTTATCTGX GC GGGGATGC AGAGXTXGGGCT GACCTGGAAGATCA 

GCCCTGXGCAAAAXGTGGGXGAGCAGCAGAAfiAAAAAAAAAAAAACATXC FIGURE 10 
CAAAGGAGXGATXXCCCAGCAGGGAAAGGAGGGGAAGCTGCXTCCXGGTG 

CXGGCAGCAAAACXGCTGXGXCCTCCAXGGGAACTCXGCXGGTGGGCAXC 

XCCCCTCACCCCTTCCTCAXCXGCCCXGCAGCATCCACGXGGAAAXCCCC SUITE 18 

CCXGAAAAAGCCCATXXTGXGACCATGCATCACATTXATXTTCGCAXTCA 

GCATCAGACGGACACAGGCAAXGGGTXGGGGGATGGGGGGGGGGXCXGAG 

GGXAXATCTTXTXGCXGAGCCAGGXTXTGAGTCATGGGGGATAAXXTCAX 

XCCAAGGGGAGGGGGGCATTTAACXGCAGGXGGTAACAAXGAAAGGCAGX 

GGGAGTTGTTGXGATXGCATGGGGGAAAGCACXGGXTXTTTCCAXAAATX 

GGGACTGATGXGGCTGTTGTTGCTTATTTTTAXGGGGGAGGGXTGTGGGG 

XTTTTTTCCCCTATAXXACAXXGCAXTTAAXXXCAGTCCTCTCXCAXTGX 

CTATCCCTGGCAATGCTAGGACTXCTCCXTGCXGTXTXCTGTXGGGCGAX 

CATTGCCACAGAGGGAGGAA.TTGCTTXTCATTTGGGTCACTGCAATGAGX 

XTXAGCACCCAGAAATAXATCCTXATGGGTCXCTGCTXTTGGGGCACTGC 

X GAT GGGT GGAAGTTTT GGTTTGCAGGT GAAGTGGAAGC CCCAAAATGGA 

GGAAGT GAGGGAAT ATCCCC AXGXT TTGGGCAC AGAAXGGAGC AGGAGGG 

AAGGTAACAGCCGAGCCAXGCCCTTAACACAXCXGTTXAXTGXTAXTATT 

ATTGT TATXAXXXT ATTGAT TACXT CXT XAAC TX GAGAACAAAGGGGAGG 

GATGTGGGXGGGAAGAAAAXGAGXCTCAXTTCTXTXAGCACTXCCCXCAA 

GGGGAAAAXXTGXGXTGGXXGTXGAGCAGCAGGXGGACTXCXXGCXGXGA 

GCAGCCACATTXTGGAAGAGXTCTGTTGXTATTAGCATTAXTTAXGCGAT 

XCX GX GAX GXXTTX AXTAX AATXAATXGTAAXGAATCC X CCCXGAGGCAC 

XGGAXGGGGGAAAAAAAAACAACAXTXTGGGGTCTACTGCXCACACCXGG 

GGXGCACTGTXGCCCATXGGAGGTCCCrXCXCCCATAGGTCCCAGCCGTG 

GGGCATGCGTXACCXTCCAGCXCACGATGGCAGCGGTGXTCACAGTGCTG 

CXCATCACXGCXGXXGCCXXXGCAGGXGAGTGCTGAGGGTTCCAAAGAGC 
AGAGAAAACCCTTXGGG 
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XTCTCC C ACAGAATCCAC C AAACCC ACAC ATTTTCAGGT C CCGT CCAGCT 

CCCTGCTCTATGCTTACCTCTTCTGCCTTCTTCCGGAGCACAGCCAGCTG 

AGACTGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTT 

CTGTGGAAAGCTCATAGCArCGGTCCCCTAAAAGCCTCCAGAACTGGGGA 

CAGAGCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTC 

AGGTGGGAGAAATCCCACCCAGGAGGATTTCCXTGGGAAGGGCATXACCX 

GCAGAGCXGXTCCAXGXGGATTGGCAGAAGTACTGCXCAATGGAGGTATT 

CrCGCAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGG 

CAGCGCTXGGAGGXGGTGTXGXTTTCTGAAAGACTTTTGGGCACAACCTG 

GGGTGAGACGCGGCCCXAXGGGGCCAACCCCGXGGAAACCACGCAGGGTT 

GGGGTTGGAXCCTCGAGCTCTXTTGCAAAGCCXTTCTGGCTATGGXTGCA vrr jwv i n 

CTCAGTTAATTAAACTGTCTAAAACCATATTTTGTAXATAATTAGACAXG rXtrUK£ ' AU 

AT GTXX ACT GCXXCXGXCCCCCCCTTGGXTXAAGAGCAGAGAGGCXCXTG 

CAGAAGGGAATXCCXCTCACTGAGTGCCACTTXGGAATTGTTGXGXGAXC SUITE 19 

ACCCAAACTCCAGTGCAAAGCCCCAGCCCCACTTXGGGCAGAAXGAAXGT 

GTTXTCTGCXCAGAAGAGCXTCGATTTCCTGTGCA 
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CTGCGCTGGGGATCTTGTTTTCCCCTGGCiVATGGGAACAGCTGTTGGGTG 

CCXXTXTXGGGAAAGAXCTCTXTAXCGGXGCAXGAAGAATGAAGCGACXA 

ATGGGGAAXGGAAGGAGXGGTGGCTGTTXGAGXAAXTGACTGATAGGXTG 

ATGGAGGGAXACTTGAAXTAAGAGCTXXXGGCXCXTAXCXCAXXGCCXCX 

GXGCACCAGGXTXGGAGXGGGCCAGGCCCTGGCACGGXCAACXXGCXCAC 

XGTXGGCAAXAGGAACAXXXTXTGAGCCXCAGAGAGAXTTXGXXGGAGGA 

AXGGAXGGAXCATTCATGXCCXGGXTXGXCTGGGGGGGACCAAXGXGAXG 

GATXAATXXXXTXCAGTATAAAAAXAGXXXGXCAGGXGAACTXCXGGXGA 

CXGAGXGGAXGGXXGGAXGGAGGGATGXGAGXTXCXGXGGAGGGAXGGAX 

GGTXGGAAGGXTXGTXGGAXGCACXGXTGAGXGCXGGXGGGAXCXACAXX 

TGGGGCAAXGGAXGGATGGACTCTGAGAAXAXAGACTAXAGCXGAGXXGG 

CAAXGACCAAGAAGGACCAXTGCGTTTTGXTXCXGGCTTCATGXAGGAXC 

ACCCAGGAAXXAAACCCXAXGXCAXGGTXXTGTAACXTCGCTAXXGGXAT 

TCCACATCATAACATCATGGACAAAAGAGAAGAATAGCAAAGTTACAAAA 

CCAXGACACCCXACTXCXGAAAGCAGXTXXGAAAXGCXXGGGGAGCTGAA 

TGGXTGATGGXGXGGXGGAGTCGXGGGGGGGAGGXGXCCCXGXGGGGCAG 

TCCCTGGGAAGCTATAGCTATAAGTCACCCCAATGCCCCCTCTGTGTGGG 

AGTAGXGTGGGTGGGGGXCACXGGGATACCACAGXGGGGTGGAGCCCAGG 

GGAGT GT CXTXGAGGX CAGXGGGGGGTGAGCAGGGCXCX CXAGAGGCCXT 

TGGGGGGTCCAAAAGGAGXXGATGAGAGAGAGAGXGXGGGAGAXCCAXGG 

GGGGGCTGCAGGCCTCAGXGCCCTCCATCXCTXGCCAGGTGCCCCAGGAA 

CACTATGGGTGGGGACACTGTGGCCCCGCAGTGCXCACCTGCATTGGGCA 

CCTCCCCAXGTCCCCCCXGAAGGCXACAACCTCAXCXAXGGACCCCCCGG 

T GGCCCC GXGAAGGTAAT ACC CCAXAGCACXCCCXGAACTTCCCAGGGGA 

TCrcCCXGGGXATCTCCXGGGGTACCCCAACCCXCCXXGGGGACCCXGCX 

CCCACCCTGGGGAATCCAAAAGXCCTCCACCACCCAAGCACCCXAAGAAC 

CCCACTGCACCCCACXATCCCTXGAGGTCCCCAAXACXCCXXTTACAGCA vrninyv 

TXCCCAXCCTCCTCCXXGGCCCCXXXATGCXCXCCAGAGACATXAAACAC FIGURE 10 

CCCTGTAAXGCCCCTXAGGGACCCCXGCAGCAGCCCAAXAAXCCXCCCAX 

GXCTACCTCCAGACACXGCAGCXGCCCCCXGAAGCAACATCCAAGGAGCX 

GXGGGGCCXGGAGCCCAGXGGACGCXATAGGGXGCAGCXCXGGGGCCGGG SUITE 20 

GGCTGGAGCCCCTXGAGACCACCTXXGACACCCGXGAGCXGGGAAAGGGG 

GXCCXGXGGGGXGGGAAGGGGCACXXGGGXGGAGGACXCXGGGAXACCCA 

AAXACCXGGAXGATTXGGGGXGCTGGGGACATAXGGAXGCXGGGXCCXGA 

AGXAXGGAGGGGGGXACCAAGGAAXCTGCAXCCXXGGGTGGGGAGCXCXG 

GGGGXTCCCAAGTACCXGAAXAAXGGGTACCTAGXXAGGGGAAXGCCXXG 

GGGTGGGGGGGGGGCGGACACAGCGGGAXGCCCXCGXCCCTXGGXAGGXG 

AACAGGGACACCCAACXGGXXGGGGCCACCXACACXGCXCTGTCCXTCAG 

CACCCCXCCCCCACCCACATCCCCGGGACXGCGCXGAGGAGCAGCXCAAX 

GGACCGGGGCCXTCACGAGAGGXCCXCAXCXXCCXCGGGGGCGACCGGCA 

GCGGCCACTGCACGXCXTCXGCGACAXGGAGAGCAAXGGGGGCGGCXGGC 

XGGTGGGGAAACGGGGCGGXGGGGAGGGXGXCXGGXGGGCTCTAGGGGGX 

GCXAXGAGGAGTCXGGXGGGCAAXGGGGGXCACAGGGXGGGGXGGCXGAC 

XCCAXGGTTGCCAXXAXAAGGGXXGGAXXGGCAAXAAGAGACCXGXGGAG 

CAACTGGGGGCAXXXGGGGXATCXGGGGAGGXTCXGXGGGGGXXGAGAAG 

CAATGGGGGGGGGGAGXGGGGGAGGCTGGAAGAXXXAGGGGAGGXXAAXG 

GGAAGGXCTXGTGGGGCAAXTGGGGXAATXCTGGGAACXGCAGGGGGAXC 

CCAGXGXXCCTGXGAGAXXCACAXACCCCCXAXACXAXCCAXGGGGAXCA 

C AGXAACC CX CT GGAACTAX AAAX GGGGGAGAAC CC AGGGAGCAAXGGGG 

GGCXGXGGTGGATCXGGGAGGGGCAATAGGGXGCCCTGGGGGGCAAXAXG 

AGGGTCTTAGGGXGCAAXGXXGGGGGTCXAGGGGGAAGXAATGGGGGGXC 

XGGGGGCAGXGGTGGGGTCXAGAGGGG 
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GGAGGGAGC AC T CAC CC AGGT CT GAAGCT AGTTT AT CT GCAATGAAAC AA 

ATAAGAAATGCATGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCC 

CAT GGGAAGAC C CC GAAT CTCTTTGGTTT GCGGAGGAGGACTC ACCCAAC 

TGTGCATTCCTTCTCTCTGCAAAGGGAAAGCAGAAACAGTGTGTGGTGAG 

AGGAGCAGCTCATCCCACACATCGCACAGGAAAACCCCCTTTTTTATTTA 

ATTTGGAGGGAGGACTCACCCAGTTCTGAAGCTAGTTTCTTTGCTAAAGA 

AACAGATAAGAAATGCATGATGAGAAGGATCAAATTATCATCCCATAGGA 

ATACCCCAGATCTCTTTGGTTAGCGGAGGAAGACTCACCGAACTCTGTGT 

TT CTT CTCTCT ACAAAAGAAAGGC AGAAAC AAT GCAT GAAGAC AGGAGC A 

TCTCGTCCCACAGCTCCCAAAGGAAAACCCCTTTTTTGTTTAATTTTAAA 

GGCAGCACTCACCCAGATTTTCAACTAGTGTCTCTGCAAAAGAATCAAAT 

AAGAAATGCGTGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCCCA 

TGGGAAGACCTTGAATCTCTTTGGTTTGCGGAGGACTCACCCAACTTTGC 

ATCCCTTCTCTCTGCAAAGGAAAAGCAGAAGCAGTGCGTGATGAACTGAA 

CAGCTCATCCCACAGCTCACACAGGCATCCCTCATTTTGTATTTTGTTTG 

GGAGGGAGGACTT ACC CAGTTCTGC AGCTAGTGTCC CTGATAAAGAATC A VTnt 

AATAAGAAACGCATGACGAGAAGGCTCAGGTTATCATCCCATGGCTGATC FIGURJE 10 

C CAT GGGAAGTCC CC AAAT CT CTT TGGTTTGAGGAGGGAGACTCACCCAA 

CTTTGCATCCATTCCCTCTGCAAAGGAAAAGCAGAAACAATGCATTATGA SUITE 21 

GAT GAATGACTAATT GCACAGCTCCC AAAACATTAAAAAAAAAAAAATAG 

T GGGAAGGGAAACTC ATC C ACTAT CGCAGGTAGTT CTGCTGGAAAAGAAA 

GAGCAGAGCAGTGCATGGTCAGAGAGGACAGCTGCTCATCCCACAGCTGA 

TGCCATGGGGAGACCCTGAATTCCCTCACTTTGGGGAAGGAGACTTACCC 

AACT CT GC ATCTTTT C CC TCTGC AAAATAGAAGCAAAGGAAiVT GCATGGT 

CAGAGGGAACACCTTCTCATCCCATGGTTGCTCCCATGCCAATACCCCCA 

AATCTTTGTTCTGGTAAG 
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CAGTGACAGTGCAGGTGGAGGGACACGGCGAAGGGACGCTGACGGTGGGT 

GGCTGCATGGACATTGGTGTCATCTCCAAGACCGATGTCCCCTCACAACC 

TCCCCTCATGGTGTCCCCXCATGCTGCCACGGTGTCCCCTGCTGTCCCAT 

CATGGTGTCACGCTGTCCCCAGGTGCTCCGCCAGTrCCGCCTGCTGTCAC 

CTCCGAACGCCACGTGCCAGGCGCTGCACCTGGAGGTGGCCATCACCGGC 

CCCATCCTGTACCATGGTGAGGCCCCACCCAAAGGCCCCGCCCCCTTTrC 

CTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCCAACCCCCAGC 

AGATGAGGACTACGAGGACTACGAGGACTACGAGGAGGCGGAGCCTAAGG 

AGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGGGGCGGGGCCA 

GCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGGArGCCCGTAA 

GCGGCAACGCCGCAGCACACATAACCCTGCCCACGAGGTGGCCTTCCTGG 

TCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCCCTGGGGGCGGGTCTTCC vrrTivv i 

TGCTGATGGGCGTGGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACT * XK * VKh 1 

GGGATGGCGGTGGTGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAG — — 

AGCTGACCTGGACAAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGG 
GGGGTTGAGGGGAGTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTT SUITE 22 
GAGGTGGCAGAATGTTTGGGTTGGAGTCATGGGATATGGGG 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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PCT/FR98/02501 



CCACXCXXGGGXGAGCTGACAGCGXCCCACGTCAGCCCCGACTCCGXCCA 

GCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGCAGT 

ACAAGGAXGCACAAGGCCAGCCACAGGXGGXGCCCGTGGACGGTGGGXTG 

CGCACAGXGACCGTGCCCGGGCTGXCGCCGTCCCGCCGCXACAAGXXCAA 

CCXGTATGGGGTGTGGGGGCGGAAGCGXCTGGGCCCCATGTCCACXGATG 

CTGTCACAGGTGAGCATGCTGTGXTCXGCCTCCATGXXCXTTTGCXXXCA 

GTGTAGXTGXCATGTGGCAGGAACCXTXCAGGGCCACXTTTGGXXAATGX 

TGCCXTAATAGXCAAGGAAACAAXTXGXXCXTGTXGAGTGGGAATGCCXA 

ACGGGATGGGAGTXXGGAXGAXGAGAGGACAAATCTTATAAGGGATGAXX 

GATAATTATXGCGGAACGGAXGGAAGGAAGGTXGGATGGATGGAATGGXG 

XTXGGATAAATTTGT GCTC AGAGCAC AGCXGGAGT GTX GGAX GAATGTTG 

CTTXGCTTGXTGAAXAGATGGAXGTTTGGTTGTGTGGXTGCXXCCACTGA 

GAATXCCXCCCXCXGTGCTGCAGCAGCAGCXCCAGCACAAGAGGAGCCAC 

CTTCCCCACCACGTCTGGGXGAGCTGACAGCGTCCCAXGXCGGCCCCGAC 

TCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTXTGACXCCTXCAC 

GGTGCAGXACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACG 

GTGGGXTGCGCACAGTGACCGXGCCCGGGCTGXCGCCGTCCCGCCGCXAC 

AAGXTCAACCrGTAXGGGGXGXGGGGGCGGAAGCGXCTGGGCCCCAXGTC 

CACTGATGCXGXOACAGGXGAGGGCAGGAATXGGCACCTGGXGGGCTCTG FTrTtl?F 

GGTXTGCAGCAGGXAGAAAXGXAAACGTGGCCXGCGCTGGGGATCTXGTX iCjUKii * 

TTCCCCTGGCAATGGGAACAGCTGXXGGGXGCCXTXTXTGGGAAGGAXCC 

CTTAAXCGCAGCATGAAGXAXGAATGGACCAAXXGGGTGTGGGTGGAGTG 

ATGGCXGXTGAGATGAGXXGGXGGCXGCTTGAGXAATXGXCXGTTGGAAX SUITE 23 

GGATGGACAGATATGTGAAGGAGXGAAAGGAXGGAXAAAGTAATXXAGGA 

AXC GGT GGAXGAAGAAXGGGX AGGT AGACCCXTGGXGAAGT GGTAGAATG 

GAAGGATTTArGAACAGAXATGAGXXAAXTCXXGCATCGAAGXAGGTGTA 

AGTGTCTATXAGCCTGXXGCACTGAACAXGCAGXTGCATAGACAAAXGAG 

XGGGGAGAAGTACGGAGXAAAXCCCTGCAXGAAXGGTAGGACAGAAACCT 

GAAXGCCTGGATGCTGGCAGXGXGAAGAAXGGCACTXGGGATAGATGGXX 

CGAGTATGGGGTAGATXAAAAGAXGGAXGGAAAAGAGGAACAGAGAGAGG 

GT GATTGGAT GAATGGATGGAX GGXXGGAXGT GACTGAX TGACAGGTACC 

AAGCTXTXXXCCXGCACTGXGCCTTCXGTGCTGCAGCTGCAGAAGAGACG 

GAGGAGGAACCACCGTCCCAGCCACGCCXAGGAGAGCTGACGGCAXCCCA 

TGTCAGCCCCAACTCCGTCCAGCTGGAAXGGAGCATCCCTGAGGGCTCCT 

TTGACXCCTXCACGGTGCAGXACATAGACGTGCAAGGCCAGCCGCAGGAG 

CXGCACTXGGATAGTGGGXCGCGCACAGTGACCGTGTCXGGTTXGCTGCC 

ATCC 
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GCACAGAAGGAACCGCCATCCCAACCACGCCTGGGTGAGCTGACGGCCTC 
CCACGTCAGCCCCGACTCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCT 
CCTTTGACTCCTTCACGGTGCAGTACAAGGATGCACAAGGCCAGCCACAG 
GTGGTGCCCGTGGACGGTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTC 
GCCGTCCCGCCGCTACAAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGC 
GTCTGGGC CC CATGTCCACTGATGCT GT C ACAGGT GAGCATGCTGTGTTC 
TGCCTCCATGTTCTTTTGCTTTCAGTGTAGTTGTCATGTGGCAGGAACCT 
TTCAGGGCCACTTTTGGTTAATGTTGCCTTAATAGTCAAGGAAACAATTT 
GTTCTTGTTGAGTGGGAATGCCTAACGGGATGGGAGTTTGGATGATGAGA 
GGACAAATCTTATAAGGGATGATTGATAATTATTGCGGAACGGATGGAAG 
GAAGGTTGGATGGATGGAATGGTGTTTGGATAAATTTGTGCTCAGAGCAC 
AGCT GGAGTGTTGGATGAATGTT GCT TTGCTTGTTGAATAGATGGATGTT 
TGGTTGTATGGTTGCTTCCACTGAGAATTCCTCCCTCTGTGCTGCAGCAG 
C AGCTCC AGC AC AAGAGGAGCCACCTTCCCCACCACGTCT GGGTGAGCT G FIGURE 10 

ACAGCGTCCCATGTCGGCCCCGACTCCGTCCAGCTGGAATGGAGCGTCCC 

CGAGGGCTCCTTTGACTCCTTCACGGTGCAGTACAAGGATGCACAAGGCC ctjtte 24 

AGCCACAGGTGGTGCCCGTGGACGGTGGGTTGCGCACAGTGACCGTGCCC 

GGGCTGTCGCCGTCC CGCCGCTACAAGTT CAACCTGTATGGGGTGTGGGG 

GCGGAAGCGTCTGGGCCCCATGTCCACTGATGCTGTCACAGGTGAGGGCA 

GGAATTGGCACCTGTTGGGCTCTGGGTTTGCAGCAGGTAGAAATGTAAAC 

GTGGCCTGCGCTGGGGATCTTGTTTTCCCCTGGCAATGGGAACAGCTGTT 

GGGTGCCTTTTTTGGGAAGGATCCCTTAATCGCAGCATGAAGTATGAATG 

GACCAATXGGGTGTGGGTGGAGTGATGGCTGTTGAGATGAGTTGGT 
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Conti547.txt 



CTGXGTCCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTG 

GAGGCGCTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGG 

GCTGAACCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTG 

GCACTCAGGTTATGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCTG 

CAGGTGGGGACATGGCGGGATGTGGGGACACGAGGGATGTGAGGACACTG 

GGGAC ATGTCTGGACTTGGT AGGAT GTAACAT GAAGACACTGGGGACATG 

GTAGGACATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGAC 

ATGATGGACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATG 

TCCCCAGGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACG 

GCGAAGGGACGCTGACGGTGGGTGGCXGCATGGACATTGGTGTCATCTCC 

AAGACCGATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGC 

CACGGTGTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCT 

CCGCCAGTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGC 

ACCTGGAGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCG 

CCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCC FIGURE 10 

AAC CC CC AGC AGATGAGGACT ACGAGGACT ACGAGGACTACGAGGAGGCG 

GAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGG 

GGCGGGGC CAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGG SUITE 25 
ATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCACGAGGTG 
GCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCCCTGGGGG 
CGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCG 
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CCTCTGCTGCTTCCAGAGCAAAGGAAAAGGGAGAGGGGGGCTCCCACCAC 
CCTATCCC AGAGC ATCAGATGGGCAATGGAT GC AGCAGCT CCGT GGGTCG 
TGGAGGTGGCACGTGGCAGGAGCGAGGACGGCTCGGAGATACCGAGGTCA 
TCAGCCACCGAAACCATCTCAGGAAAGGGAATTTCCACACAAAACTCCAT 
TTGGAGCACCTGGCAGAGAAGCTGAAGCTTTTGGAGCTGGATGGAGACAG 
AGGGGAGAAGGAGAAACTCT GCT CGTGGCGCAAGAGGACATT CCC CT CCA 
ATGGACCACGGGATGATGGAGGTCCCACTGGAGCCCCCATAAAGGAGTCA 
GTGCAGGAGGATGTGGTCAGCCCTGTGTTATTCCCTAAAGCCCTGTTTAA 
TCCTTCATGTCCATGCTGAAAACTTCTTCTCTGCGAAGTCCAACACATTG 
CATCTCTTCCCTTCTTTCTCCCATCACAATATCCTCCCCAAACCCCTTTT 
rCTTCCTCCAGGAGCAGATTCACAGCGATCTGGAGAACCTCAAGAAACAA 
AAGGAGGAGCTCTTAGAACTCAAAAGGAGTGGGGAGAGGCGATGCCAAGA 
CCTTCTGGTAAGAAGCTGTTGCCTTCAAGCTGGAAAAACAGAGGTCTTTT FIGURE 10 

TGGGGTCCACGTTGTTGATTTTCCACAACCTACAGACACGGACGGAGGCT 

GAGAGGCAGAAAATTGTGTCAGAATTCCGTCAGCTCCGCCGTTTTCTGAA cn ITE 2 6 

GGAGAAGGAGATGGTGCrCGTGGCACGGCTGGGGGAGCTGGACAGGGCTG 

TGCTGAGGAGGCAGGAGGAGGAGGAG 
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AGCCCAGCACTCTGCAGTCTTCTATCAGTTCCAATAGAGGAATTTTGGTG 

GTAGAAGGGGCTGGAAGGACTCACrCTGCTTrGTGGTCTCAGCTGCTGGA 

AAACAAAGCAGAGAAATAGCTGGTCAGCAGGGCAGCTTGGTTTCTGGGGA 

CGTCTCCAGAGGGTCTGGACCTTTCCACCTGCCCCACGGTCCACCCACAT 

TCCTATCTTTCCGCCCACACCCCTTTTTCCCTTTCCTTCATTCCCAATCA 

AACGGCAAATGTTATTTAATGACCACTGTCAATCCCCAGAAAAATCTCCr 

TTTCTCCTGC^TACCTCCACGGACCTGAGCTCAGCACC^C^CCGACCATC 

CCTATCCCTGCTCAACACCTCCCTGTGATCCATCCCCTCCATGCTCAACT 

CACCTTrCTTCCTATAGAGAAAAACAGTGATGACAAATGACCCAACCAGA 

ATTGTGACGATCACAGCCAGAGCCACCTTCCAGGGATGGGTGATCTGGGA 

AAAGGGGTCTGGAAAAAACArCAGGACAAGGGTTCCTTTTCCATrcCCAT 

AAGTGGAAAAGCAAGACTCAGCCTTGGGACATCACAGAACCCAAAGGGGC 

AAACCCATCCCAGAAATCCAACCCAACCACCTCATCCATGCAGACTTATC 

^^^ GGATGAG ^ TGGAC ^ GGTCGGGGTG GGACAC^aUACCCAG 
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CCCAGCAAGGCCAA.GCGCCGCCATAACGTCAGTGCCGGTGAGACTGTCTG 

ATGCGGTTGCGCGAGGAGAGTCACTGAACATCGGTGATTTAGGCGCAAAG 

TATTTAGCGATTGATTCGAGGTTCATTATGCGGCTTCCTTCTGTGGCTGG 

TGGGTTTTGGTCTGGCTGTGCTTTACTATTGGCGGCATGCTGGCGCGCTT 

AACGCTTTCGGCCTGGTATCGGGTTATCTCGTCTCTGGTCATGATGGCCT 

CCGATTCCAGGCGCGAATTGCATCGCGCTTTGTTGGATAGGTGTCAGTTA 

TCGGCTTAATCAAGCATTGCTTTGTTGAACAACCGGCGTAGACACCATCA 

CC ATC AGAAAAAAGTT CTGCGCCGC CGC CACAGAACGGACACTCAAGCAG 

AAAAGCCCAATGAGGT AGCTT GAGATCGAATATCATT GGTTTCATGCTGC 

CTCCCGCTGTTTCAGTGCTTTGAGCTTGTCGCGGTACTCATCCCGGATCC 

GGATGAAGTCTTCACGGCGGTAGTTGGTCATTTCGTGGGGACCATTGAGC 

CAGTTGACGTATCCCTGACCGTAACGAGCGACCAACCCAGCTTCGTATTG 

CTGCGCCACGGTCGCCTCTTTGGCGGTGTACTTGCCAGCTCCGGCATTAC FIGURE 10 

AGGATTTGCACTGCTTATGGGCGTTGCGTTCTTCAAAGCGCAGTTCAGGG 

TAAGCACCTACTGrCTTGAAATGGCCGCAATCCCACTGGCCACCATGCAG — 

ATCAGGCGGATTGGTCTCGCCGCAGCTGATGCATGGCAAATCGGCGTCGC SUITE 28 

GCGCACGGATAAAGGCGTTGAAAGCTTTCTGAGCCTGAGCCTTGTAGTAT 

CCGTCTGGCCTGAGCTCTGCCAGCCGCTCCTTGCGGCGTTTGCGCCCGTC 

CTTTTCAGCCTCTTTTTGCTCCTTGATGCGCTTAGCCGCGGCTTTCACCT 

TCTCCTTCTTGCGTTCTTCCATTGCGAGGATTGCGCCATGCTCCGGGG 
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CCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGGTTGGATCCT 

CGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCAGTTAATTAA 

ACTGTCrAAAACCATArTTTGTATATAATTAGACATGATGTTTACTGCTT 

CTGTCCCCCCCTTGGTrTAAGAGCAGAGAGGCTCTTGCAGAAGGGAATTC 

CTCTCACTGAGrGCCACTTTGGAATTGTTGTGTGATCACCCAAACTCCAG 

TGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTTTCTGCTCAG 

AAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTGATCACTCAC 

CGCACACGCTGAGCCCTGTCACCAGCAGCAGCAGCAGCAGCAGCAGCACC 

CCCAGCATGCAGGCTTTCTGGAAGTCCCACGGAACTGGAAGAGCCCACAC 

TTATATAAAACAGACATTTTGAAAAAACTTTTCCTTTTACAGAAATGATC 

TCCCTGTGAAAGAGCCCCTCCACCAACCTGCTACGTTAGAGCAGAAGTTG 

ATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACCCTTCCCATT 

GGTTCCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTGTTTTCCrCC 

AGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTGGTTCCCAGC 

TGGGAAGGAGGTGGCACAGAGGGGTGACAGCAGCAGGGAGCATGGGATGG FIGURE 10 

GCxCCCGCTGGAGGTCAGATGGACACAGGGACAXCACCTCCACGCGTGGT 

^^ AGGTGGT ^ AGGCCCTGCAGGCTCCATAGAGCA TGGGGTGGAAGC SUITE 29 

rGAGCAGCCCCCAGGCTTTGTGAGCCGAGCCCAGTGTGGGGCAGCCGGTG 

GCTGGGAGGGCGGGGATGTCTGCAGCCCTCATGCCACGTGGATGCAGGGT 

GCGTTTGCCACCATTTCATTCCATTCTCTCACATTGGGCTTCCCGATCTG 

GGCTGATTTTTGCTCAAAACCACCACACCTCTGGCCATTCCCAGGCTTCC 

TTCTCCCCCACCCCTTCCTTTACTCCCCCATACAAGCCAGGGTGGACCCA 

GAACCCAACCAGCATTGCTGGTGTTTCTCA 



FEUILLE DE REMPLACEMENT (REGLE 26) 
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CCGGCATCACCGGCGCCACAGGTGCGGTTGCTGGCGCCTATATCGCCGAC 

ATCACCGATGGGGAAGATCGGGCTCGCCACTTCGGGCTCATGAGCGCTTG 

TTTCGGCGTGGGTATGGTGGCAGGCCCCGTGGCCGGGGGACTGTTGGGCG 

CCATCTCCTTGCATGCACCATTCCTTGCGGCGGCGGTGCTCAACGGCCTC 

AACCTACTACTGGGCTGCTTCCTAATGCAGGAGTCGCATAAGGGCATCGG 

TCGACGGGATCACGTTGTGTCCCTGAAGCTCTCCTGTACCCAAACACAAA 

GGTGATGTCCCCAGCATCCCTATCCCAGCACTCTGGGGGACTCCTATTGA 

ATTCCTCCTTGGGCTTGCTGCCTTCTCTTCCCGTTCCCAGAGATCCCAAA 

AGGTTAAGCACCTTrGGGTCAGTGTTCAGAATTGTCACTGCCAGTTTTGG 

GGTATCAGTGGCAAATTGAGACCCTTTTACCCAATCTTGCACCACTCTGG 

TTCCCCAGTCTTATGGTTTTAGATGGAGTAAAAAGGTTTATATGTCATAA 

AGTTCTTCTGTGTCTGGTTATTCGCTGCTTCTGGATGCCAGGATCATGGG 

GATAAGGGGAA&ACAATGGGTTCTCTTATGCGTAGAGATGCAATCAGATG 

GGGAGAAAAAGAAATCTT AATCTTT CT GATCCATCTGACAGAT ATTCAGT 

AC AGCCCT GAGGATGT GGGAAATAAATCTGAAGAGTTTGTTGGCAGTTC C 

AAGGATTTGG AAT GACTAAAT CCC ATTCCT GGTGT CTGCACAAAGTTGGC 

TGTGTTGGAAC CC AGAAAGAT CCATGCAAGTGGGT CATCCCTGAAAGC AT 

TGTGTTCTGCTGTCTGCTAGCGGAGAGAAAGACACAGAGGGGAAAATTAA 

GTGTTTTATTGTTAATTATTGTACACTCTGAGGTTTCAAAXACCAAATCT 

TTAACGAGAGCGGACCACTTGATTTGAGGGTGACCATCTCAGATGGGGAC 

AACTGTACCTGATCAGGCAAACCTGGGGGAAATTTGCCTTTCTGCCACTC 

TTTTGGGTGGGATTTrCCCTTTTGACCACCATTTTCTACATTCTAATCAC 

CCATTGCAGCACTTCTCCCCCTTTTTTTTGCCCCATTTTTCTCCTGCTCA 

GCACTTCTTAACAATATAAXATAAATCAATATCATATCAATATGATTCTA 

TGCCAAT AGATTAATGGGGATGAAAGACACATAAAAACCC AAGTC CT CAT 

TTCATCTGCTTCCCATGGGATGGGTGGGGAGGTGGCTGTCCCCTGAGGCT 

GTAGGATGTGGGGTCACCCTTGTCTGTGTCTCAGGGACACAGCCTCAGCT 

TGGACC TGACCC CT ACC ACCC ACAGCC ACGGACGGACCCTCT CCC CAGAG 

AAGGAT GCATGGGAAAAAACAAAGAT GAGCCCCCCTT CATCAGCATC AAA 

AAATGCCACCGTCCCTCCAGCGTAGTCCAAGTGGACGCTGACCCTCCTGG FIGURE 10 

GCACCCAGCGCAGAGCTAACAGGGTCACCTTGTGGGTGGTGAGTGCCCGG 

ACCTGTCCCCCCCATTTCTCCACCCCCCAAATCCCCCCTTTGGGACAGAG cttttt? o n 
GCTGAGTTGACCCTTCCGAGGGATGGATTCTCGGGCCACACCGATGGCCC 2>UXAIS JU 
AGTCCCCTTCATCCCCCACTTCCACCTCCCAGCAGTGCCGGCCGGCAGAG 
AAGCTTTGGTGGCCCAAAACAAAGGGCCAGTAGGCGAATCTTTCGGGGTT 
ATCAGGAAGGTCCTGTTGTCCTTCCCCACGTTTCACACTCTTTCGGTCTT 
CGGAGAGG ATGAGGTC AGGGTGAGC GGTGT CGGGGT CCAGGGTGATGCTG 
GCTGTGGGGTGGAGAGGATGAGGAGTGTAAGGTTTGGGTCCTCGGTGCTG 
AGGCCAT GAGGATGCGGAGAGCTTGGATCT CCAGC ACT AAAGGAGTTGGA 
TGTGCTCTAGATGGCCCCACCTGAGTAGGGTTGTAGGGTGGGACCGTCCC 
TTCCAACCTCAGCCATTCTGTGGGGCCATGGGTTGGCATCGGAAGGGTAA 
AAAGT AC CAAAGAAGAAAGTAAAAAGGTGAGAGGTGGAAACCC CTCTCAT 
GTGCCCGTGCTATATGACAATAAAAGTGTTTTGAGCCCCCAGAATGCCCA 
GAAATAAAGGCGTTTCTGCAGACCTTCTGTTCCATTGGTCAAAAGAAATG 
GTGAGGGGAATAAAAATGGAAGGAAGGAGATCTATGGGATATTACCTGCA 
AAGTCTGCAGTGCTTCATCTCCTAGACCAACCCGGACCAGTTCAGCCAAC 
CCCATGGTTTAAAAAACAGAGCTGAAATCTGAAGGCAGGGATAATGAATG 
AGTTCAACCCGCTCACCATATTTGTTTATGGGAAATGGATATTTATCAAG 
GCGAGGGATCTGCCCTGGGGCCATCATCCCAAATTACAGCCAGACTCGGC 
CTGCAGGGTGAAGAAAACTTGTTTGGCTGCCCTGATTTTTGTGTATTCCT 
CCCTCGGCATCTATTTTTGTCCATTTGGGTACAGCCTATGGGTCCAGGCG 
CGCCTCCATCTAACAGGTAATGCGGCTTTAGGTTCTCATGCTCAGCAAAA 
GGCACTTTTAGGAAAGGTGAAGCTGGAGGGGTGCAGAGCCGGAGAGCAGC 
CCGTCCTTCACCCCTGAGCACTTCTCAGGAATTACAGCAAAACGTGTAAT 
TAAGAGTGGCAAACGGGGTATCGAGTCCTTCGGGTCTCAATTATTTTCCT 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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GAGTGGGAATAACCCGTTGCTCTTCCATCTCTCTGCATTATTCTGCTGCA 
GAACGAGT GAT GGGCT GCT GGTTTT CACC AAAAT ACC AC C ATTTCC CACC 

CGAAACCCTTCTGAGTACCTTGAAGCCTCTTCAGGGTTTCCTTCAGAGCA 

CCGTTCCTCCATGAGGAATGGCACAGCCTCTCCTCCGGCCCTGGAGAAGC 

GCCCGCTGGCAGCTGGAAGGTCACTTTTCCACACCTGGAGGGGAAATAAA 

TGCATTTT CAGGT GGTTGTATC AC AGAGCATSCC AT CACTTCAGGACAGC 

AGAGGCCAGCACACGGCGGCCATCCCCAAAATACCCTTCAGGGCTCGCAG 

TTCCCCTGGAGCAGAAGAGCATTCATTGATGAGCTTTCTCCTCCATGGTC 

ACTGCCTGATGCAAAGCTCACAGAACAGCTTTTCAGAGAGGCCACATACC 

TGGTGATGGGGCTTTTCACATCCTGGGGACAGAAGAGAGGAGGGGGAGAG 

GAAACTCAGGTCAGTGCATGACCCATTTTGTCTTTAAAGTATGGAAAATT 

GAGCTGTTTGAGTGGGGGTGGACCTCTTGGGTCTTCCAACATGTGCCCAA 

TTTTGACTTTAAGTCATAGAAAAAGTGAATTGTTTGACTGGGGATGGATC 

TGTTGGGTCTrTCAACACATGGTCCATTTTGTCTTTAAATCATAGAAATA 

AAGAATTGTTTGACCAGAGATGGACCTCTGGGGTCTTCCTCCACGAGGAA 

GGTGAACCAACTGAGGAGCATCCATGCACGGCAATGAATCCTGCAGATCC 

ACCCCACTGCTGCTCTCCCAACCCAGCCGTGGATTTCCCCTCTTAAAACA 

GACC CCATGAGGACCTTCTGCAGT AAGGTGAAAAT ACT GGGAATACTGAG 

ATGAGGATAAAACGGTGGGGGGAAAGAGGAGGCTGCAAACCTCCATCTCC 

TCATTGTGGTGGGGGTTTCAGGCTGATGGAACGGCATAAAATGGGAGGAA 

AACACCCAATTAAGGCACCATGCAATTGGTCGGGGTGGGGAGGACATCCC 

TAAAGGACTTTTCCCCTTGAAAAAGCTTCCCTGGAGGAATTCACTCACCG 

ACTGCTGGCTCTTCTCTCCCTGTGCTTTCGTATCCAGCGGGGAAATCTCC 

TCCGAGTGCTTGGCGGTGCTTTTCTGCCTCTTCTCAATCTCATTTTTCAG 

GTCTTCCAGCTGCCAGAGCAAGAAGGGCTCTGTGTTTTCCTGCCTGGAAT 

CTGAGCCCTCCCTACTGGGGCTCAGCTTTCCTTCTGATGCAGAAAGTGGA 

AAATAAAGAGCAGTGGGACTGGAAATACCAGGGGGGACTCATGAGTGGCA 

TCCCCCACTGGAGGAGCTCAATGGTGAGCTGGAATCCTTGCTAAGTTTTA FI GURE 10 

TCGAATGTGGGGGACAGGAGGAAGAAATCAAACTCAAAAAGTCATGAACA 

GGT GGCTGT GAATT CGGGGCAGAAAGCT GAGGGCCC TAAAAGCAC AGGAG SUITE 31 

GCAAAAAGGATGGAGAGAAACGACCCTACTGATGACACATCGCTGCCCAG 

CAGCTGACACCTACCAGATCCTCCAGGTTTGGGCACTCCAGGGCGCTCTT 

CTTCCTCGGAGACTTTCTCTCTCCTCCTTTGGAAACCCCTGATATCCCTC 

TGAGTTTCTTCCCCAGTGAACCCACAGAACCTGTTGTTTTCAGCCCTTTG 

ATGGGGTTGGGGTTTTCCCTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCT 

ATGGGATGGCTGCGTTGAGCCTGCAGGTCTGCTCCTGGTGGCACCCTTGG 

CAGGGCGTGCTGGGAGCTCTGGGTTTGTCCTTTGTCTTTCTCCCAGTTCC 

TTGTCCCGGGGAGATGCTGAACAATGTCACTTTGCAGATTTTGTCAGCTT 

CCTTTTAGGATCGAGCCATCGGGAGTGGGGTTAGGGGGTGTATATGGGGA 

AACC ATAAGGAAAT AGGGAAGGAGATGCAC AGC CGGAT CCTTGTGGGGAT 

GTGGAGGAGCACAAGTGAGGATCTTTGGGATTTGAGTGCTCTCTCAGCCC 

AGCACTAACACAGAGCACTCACAGCCCTGGCTCTGAGCTCTCGAGGAAAC 

ATTTCCAACCATTTCTGCCCCACTGTCCTTGTGTTGAGCCCCATGGCCAA 

ATACACATGCCTAGAAAATAAAGCCATGCATTACATATGTATTTAATTTT 

T GCGT GGCAACC ACT GAGACCC AACT GGAGG AGATAACT GCCATT CACTT 

GGGCAGGTTTGCAGGGGTGAACTGCACTTCCAGCAAACCCTCCCTGTrGG 

GAAGAGCCACAGGGATGGATGGCACTCTGGGAGCTGAAGAACTGGAAGCA 

AACTCCCTGCAACCGCTCCCCTGGGGCACAGAGCCTTTCATCCCAAAATA 

AGGCGTCCATCATTGAGCAAATGAGTCACACCGTTGGGCAAACGACTTGC 

ATTGCATCCCGAAAAGCATTAATTGCAGAGCCTGGAAAACTAGCTGGGCT 

GGAAACATCTGCATTGCAGATCTATGGAGCAGAATAGACCCTGAACAGAT 

CCTTCACCCAAATTCCCCAGCAGGTGGGACCAAATGGCAGCGATGCGTGG 

GGCTGAGGAAAGATACCAACACATCAAAGAGCAATATTGAAATTTCAGCT 

GTAGGTTTGACCTTTGGAGGTGGTGAGGTGGGGCTTTGTCATGGGATACC 

CACTCATATCqee0fLX<&0£I^^ 
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ACCCTCTTXTAGTTCCTCTTCTXGGTTCTACAATCACCAACCTGXGTGXA 

TTXTGGTGCTGCCXGTTCCTCTTTTGGGCTTTCTCAGAAGAAAAXGGGTT 

TXTGAGGGAATCCATTCAGGTGAGTCCTCACCCCAAGCAGCXCXTCTXCA 

CTTTGTTGGCCCAAAGCTGACCCAGAGCCATACACCCAAAGCAAACCCAG 

AGCCGTACACCCATAATGAGGCAGGAAGTGGAGTGTGCAGAGCACATCTT 

TTAATTAAAATTAACTATCAGAAACGTAGGCAGAGACCAGCTCCCCACAC 

CAGGCGTTGCTATXTGCAGTGAAAGGCCGCAXACCTXTGCAGGACACCCC 

AGATCTGCCCCACGATTGATGTCAAATAGATGCATAAATTXCCXXCCAAG 

TCTXCAGTGCTCTCTGGXGGTXTCCCCACCCTGCAGAGGGACCGCCCCGG 

GGCTCCCAATGGGGACAGACACAGGGCAGAGCAGCGGGTCCCCTTGGCAC 

AXTGCTCCAAGCAACCACAGCACACATCCCATCAGATGCCCCTTTCATAA 

AGGACATCTCAAGGACAGATCTTTAGGGGAGATCTAAACCCAACCCAATC 

CAAAT GGGACAXC AGCTGC CCACTC GXGGACTGCX CCTCT GAGGGGGGAT 

TTTGGGTGAXCXCXTGCAAGCGAGCCCCCAGCCCTATCTTGAACAAGGGG 

AGGACCTTCTCCCCATTGAACAAAGCCCTGGTGTACACCAAGATGGGGGT 

GTCATCATCCGAGCTGAAGAATGCCACCCGACCCCCTTCGTAGTCCAGGG 

AGACCCGAATCCTCCTGGGAAGTGCATTCAGACGTAGGTTGGCACGGGGA 

GACGTGAGGGAGTGGTAGGCCTCCAGCGCCCAGACACCCTCTXTGGGGCT 

GAAGCXCATGGGTCCCTXCCXCXTCATCGAAGCCCGGGCCACCCCCAGGG 

CCCACACCCCCCCCTGTCCCACCTCCACCXCCCAGAAAXGCCXCCCCGAG 

GTGAAGCCCXGGCAGCCCAACACGCAGGGCXCGAAGCTGAACCTCXCGGG 

GXTCTCGGGGAGGTCCTGXGGCACCAGXXGGCCCCGGGCXXGXTXXCGGX 

CTTCAGAGAGAX GGAGGTTGGGGX GAGCGGXGGX GGGGXCCAXGGXGACG 

TTGGCTGTGGGACATGAGGGGGAATGGAGGTAGGATTXAGGCTTGGGGGG 

AGCXGGAGAGGXTCCXCXXCCTXCXGTCCXTXXCXCTGGGXGCTTXXGGA 

CATGGGCTGGXGGXGGTGGTGGGXXGAXGGXXGGGCTGGGXGATCXTXGG 

GGTCTTTTCCAACCTTTGTGAXXCXATGGGGTGTGXGGGGCTCCACCAGC 

CTCAGTGTCCCCCAGTAGAGATGXAGGAGAAXGGGGAGAGGACAAATTXT 

AGGGCAGCATAATGCGGGAGGGACAAAGACAXGGGAAGGGGACAGCTXGA FIGURE 10 

CATXCACGGAGGGGAAGGGGAAGCACAAACACTGTXAGGXXXTGCCTTGA 

AXCTGXXACXGGCTTXGXAGGACCACCAGCAXCAGGAXGCXGXCCCCAXT SUITE 32 

CCCXCCCTTCCCXGTGGGACTGCGXTGTTXTTTCCCAAGAAAACCACXCC 

C CACCCCAC AT CCACCACXGCTGAC ATACCT GGCXCTTGCAATT GAAACA 

TCAGGCTGTCTGAAAAGGAGAACAAATTCACXGCATTGGGTXTATGCTTC 

AGGAAAAGGGGCXGGGAGAT GGGGAAGGGAAACCAX GGGGGTCT GGGGGC 

XTC GCAGTGCAAAAGCT CTGGGTXT ACT GCAAGAGC CCCAC GAC CC XCCC 

AGACCT GGAGGAGACCC CGACCCCAXTC AGXAC CTX GGCACTXCXGCAGC 

GXCAGTCT CACCAGGAC GXXCTTCT GAAGGAAGXCCXC CAACCTXCTTTC 

CAGAGTGGGGGAAAXCXCXGCTGGAGGGCXGAACXXCAXCAXCTCACAGC 

XGCAAAGAGAGGAGAAGGGXGGGGATGGGGGGACTGTTGCGTTGGXXGGT 

XGGCTGXTCATTTTATTCTCAAXAGGAGAAGCTATGGGGTGAGGATATTT 

GCACAGGGACGAAAXCCCTTXCCCCCCXGGGATCCCTCTGCCTTGCAGCC 

CTCCCCCAGGGXGCCAXCCAAAAATCAGGGTGACAATAGGAAGGAGCCAT 

GXXACCTATTCAAGAGCCTCCTGATGXCCTAAAGGXGGGAGGAGAGAGGA 

GAGAT GGATC AGAAGAGGAGC ACC AAGGGCT GC CCCTX CGT AX GGCAATG 

CACAGCAAAGACCACCCTGCCCACGGTGTGATCCCCCCCAGCAGCAACAC 

AGGGAGCXCCCAXGGGGXTGAGXTTGGGXXCTCAGGGXTTGCXCXGXCCC 

CCCATXTCCCACCACCCCXTXGGGXTCTCACCAGCAGGAATTXGCTGTCG 

GGCTGCXGGAATTTGCCCXCCAXCXCCCAGATCAGGGTGTCAAGGTGGGA 

CATCTCCTCCATCACCTTCGTCACCGCAXCCXCCXGTACTTTGGTGACGG 

CTCTGXCCAGGTCTGCCAGCTGGACCAGCAGGAAGCGCXCCTTCTCCTXC 

AGAAATCGCTGCAACTGCTCGAATXCACACACTATCCTCTTCCCTTCCXT 

CTTGGXT . rCTCCTGTTGGGATGAGGGAGAAAGCCAATGGGGXGGAATAG 
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ACTAATGCCAATGGGAATTTATCACCAGTGCCAATGGGAACGTAACAACA 

GCGCCAATGGGAACGTAACACCAGTGCCAGTGGGAATTTATCACCAGTGC 

CAATGGGAACTTAACATCAAAAAGCCAAAGATCATCTTGCTGGGCATTrG 

GGAGCAGCAGGAATTTTTCAGGAGTTTTATCCCAAAAGCAAAACCAAAGG 

AGGGGGTAGGAGATGAGCTCTGTATGAGGGATATTTACAGAGTTTAGGAG 

GATCTGCTACGTTATCTCTTTAACACAGGGGTTCCTGCGTAACCCCAGCT 

GATAAACACAGCCTTAGCGCXTTCCCAGCCCAGCTGCGAGCCAAAAATGC 

ATGATCTGCCCCCAAAATACACCAAAACAAACAGGACAGGGCGGAGGGGA 

AGGCAGACACCTCCCCTGCTGCACCCACCAAATACAAGCCCGTCCTTCCA 

CCAGTCCTTCTGCTTTCCAGGTACTTTTCCCTCTCCTCCTTTGAAGCCTG 

GAGGCGAGCCTGAATTTCTTCCTGTGCCAAAAGAAGAAAGGCGGAAAGCC 

TGTTTTCCCACTTAAACTGCTTCTGTCAGATGGGAGAGGCTTTGCTAAAG 

CCTGGAATCCTCTGCAAGGTGCAGAGCTGGGCAGAGGGAAGCTCTGTGAG 

CACGGTGTGCTGCTCTGGAGCTCTGTGCAAGCTGGGAGTATTTTGCAGAG 

AGAAAAGAGGGGAGAAGGGAAGGAAAAACACGAACTTGCTGCAAACGTAG 

AGAAAAACGCTGCAAAAGAGCAACAAAAAAATCAGCACTGACAGCTGCGC 

AAGGAGGTGTGGAAGGGCAAGATAAGCACTTGGTGAGATTTCCCTCATAA 

ACACCCCAAAACGGCGGCCCTGGGGTGTGTTTCTGTATTTAAGAGCCCTC 

AGT GGAATGGTTTTTGCAGGGCTGT GGT CGAAGAGC AAAGC ATC AAAGGA 

AGGAGAGGGCAGTAATGTTGCAAAGGGCTGACGGCGGTGGTTGCAAAGAG 

GGAGGATGGGGGGGGATGCGCCAAGCAAAGGGTTGCGTGGGTTCACCCGC 

AGGGATGCACTGCGCCCTTGGCTCCGGGTTTTGGGACCGTACCTTGTACT 

CCTGGGCCGCCTGGTGGGCAGGGAGCACAGCGTGGGAGCGGTGCGCCTGG 

GACGCGTCGCACTGCGCGCAGATAGGCTCTTGGTCCTCTGTGCAGAAGAG 

CTTCAGAGCCTCGCGGTGCTGCTTGCACCAACCCGAGGAATGCAAACTCA 

GCTGCCGGGCGATGCTGGCGATATTTGCCAGCTCTCTGCTGGGGCGGAAA 

TTTTTGTGCAACGCCGTTTTCCTGCACTGCGGACAGGGGAAATTTCCCTC F *GURE 10 

CAGCCCTTCCCAGCAGCGGGCGATGCACTCCCGGCAGAAGTTGTGGCCGC 

AGGGGATGGAGACGGGATCCTGGAAGTAACCCAGGCAGATGGAGCAGGAG 

GCTTCGCTCTGCAGGCTGTCCAAGGGGCTCrGCGTGGCCATGGGCTTCCT SUITE 33 

GCTGGGCTCCGATCCGCAGAGGGAATAGGGGACCTTTCCTCCTTATCTCC 

TCGCTGATAGGAGAAATCCGGCCCCGGAGGCTGAGCCTGAGCCAAACAGG 

GCTGGGAGAGCTCAGCCCATAGGGGATGCTGGTGGGAATGGGGGCAGCTC 

GCGGCTCCCCAGCACGGAGTCACCAAACTGGGGGGATCTGGGGGAAATTC 

GGAGGAAAAGTCAGATTTTGTCCTCTCCTCGAGCAGCAAAGAGGGCAGGG 

GAGGCGATTTTTCCCTTCTGTGCGATCACTGTAAGGAATTTCCAAAGAAA 

ACGCATGGAGGTCTGCTTGTTGGGATGGAATATAGACGTATATTGGAATA 

AATACAGGAAGACGTTGGAACATGGGAAGGCACTGAGATATAAGCGTGCT 

GTGTTGGATATGACTCTGCTCGACTAAAGTGAAGGTGGTTTTAATAGCAC 

TGCTCAGAGCCAGGCGGGTTTTGGTGTTGTTTGGGGGGAATTACGTGGGT 

TTGGAATTGGGAAATATGAGACGGAAAAATAAGAATAATGGAAGCGCCCA 

ACGTGGGGCTCGAACCCACGACCCTGAGATTAAGAGTCTCATGCTCTACC 

GACTGAGCTAGCCGGGCTGATGGGCACGCACCCTTCTAAGCAATACTTCA 

TGGTGATCCTGCGGAGGGGTGCTAATAATTCTACCTAATTATTTTGTTAA 

TTATCCCGGTAATTATGGGTTCTGAGCAATCGCGAATCCACGGGGAAGAG 

CTGCATGGGGAAAAAGCACCTATCCCTACGGGAATAGCCGGGAACTGCCC 

GGCAGTGCTGCAGGGCGGGGGAAAGAGGGGAAA&GCAGGAAAAAAATGGG 

CAAAATGGAA.CGTTTAAAAGTGGAGAAATTAACAGTGAAAAAAATGCAGG 

AAGCGTAAAAGTAAAGGCTGTGTTTCTGCCCGGTTTCGAACCGGGGACCT 

TT C GC GTGTGAGGCGAACGT GATAACCACTAC ACT AC AGAAACGCGCTGA 

AGGCCGCTTCGCCGCACGGAGATGTGAAGGGGCGAATGCCGGGGCTCGGT 

GCGGAGTTTGCAGATAGGGGCCGCTCCGGGCCGCTCCCGCGCCGGTTCCG 

GT G AGC AC AG AGT GCAGCGGGT GACAAAAT G AAGGGAAAAATGTAAAACT 

GATGCTCCCGAATCGAGGCTCGAACCGCCATTGTCCGACTGACAGCCGCG 

cgctctaccgagpebhebud^^ 
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CCGTAGAGCGCCCACCCCGTTGCCTAGTGACAGGAGCGCCGCTTCCGGTC 

AAGTGATGAGCGGAGGGGGCGTGGCTTGTGTCAGATAGGACGGAAGTTCC 

GGTCAGGTGGTACTGGAAAGGGGGCGTGGCTTGCGGCAAAGGGGACGGAA 

AGCGGAAGTGCTGCCGTTGGTTGGCGGAGTTCGCACCATAGAAGAACGAC 

GGCGGCGGTGGGAGGGCGGGAGGTAGAGCGGTCCCCGGGGAGAGTGCTGA 

GGGGAGCGGCGAGGCCCGAGGAGGGAGCGGAGCTTACGGGGAGTGCGGAG 

CCTCGAGGCGGGTCCCAGCGCTTCGCTGTGGGGCAGGAGAAAGGCTTCGG 

GGCAGGAGGAAGAGGGCCTCGGGGCCTCCCCATGGAGGCGGTGGGCGACG 

ATGGGGCGTCGTCGGGGCGGCTGAACCCGGTGGAGACGCTGCAGGAGGAG 

GCGATCTGCGCCATCTGCCTGGACTACTTCGTGGAGCCGGTGTCGATCGG 

CTGCGGGCACAACTTCTGCCGGGTGTGCATCGCGCAGCTGTGGGGXGGAG 

GAGAGGCTGAGGTGGAGGAGAGCGGCGGGGCCGCGGCGTTGGAGGAGGAA 

GAGGAAGAGCTGGAGGAAGAGGAGGAAGATGAGCTGGGGGAGGAAGAGCT 

GGACGTGGAGCAGGAGGAGGAGGAGGAGGATGGAGGCGGGGAGGAGGAGG 

AGGAGGACGACATGTGGAGCGAGGAGGAAGAGGATGGAGAGCTGTGGGAA 

GGTACTGGGGGTCGGTTTGGGCCTGCCCTGTTGAGTGTCTTTATGGATGA 

GT GAGGGAAT TGGGT GCAC CCTC AGT CAGTTT GCAGATGATGCTAAGCT G 

GGGGGGTGTACTGATCTGCCTGAGGGTAGGACGGCCCTACGGTGGGGTCT 

GGACTGGGCCCGATGGGCTGAGGGCAATGGGGTGGAGTTCAGAAGGACCG 

AGTGCCTGGTTCTGCACTGAGGTCACAACAACCCCATGCAGCTCTACCTG 

GGGTAGAGCGGCTGAAAGCTGTGTGAGGGAAAAGGATTTGGGGGTGAATA 

TGAGCCAGCAAGAGGCCAAGAAGGCCCATGGCATCCTGGCTTGTATCAGA 

AATAGAGCAGCTAGTGGGAGCAGGAAGTGACTGTCACTCTGTACTGGCAC 

ACCTCAATGCTGCACCCAGTTCTGGGTCCCCTCTCACTACAAGAAAGACA 

TTGAGGCCCAGTGAGGATGGTGGGGGTTGGACTCAATGATCCCTGAGGTT 

TTTTCCAACCTTGATGATTCTGTGATTCTCAGACCCCGTGGAAGAGGAGC 

T GT GGGATGGAGTGGTGCAGGGAGAACT CTACTTTGGGGACGATGATTAT 

GATGAGGATGTGATGGAGGAGGATGTGGAGGAAGAGGAGGAGGAGGAGGA 

TGAAGCGCAGAGCCCTCCGCCCCCTGTCCTGCCTGCCCGCCCTCGCCGCC FIGURE 10 

TGCAGACCTTCACCTGCCCCCAGTGCCGCAAAACCTTTTTCCAGAGGAAT — 

TTCAGACCCAACCXCCAGTTGGCAAACATGGTGCAGATCATCCGGCAGCT SUITE 

CCACCCGCACCCGCAGCGCCTCGCGCCGCCCGCCGGCCCCTCAGCCTCAG 

GGGGTCCTGGGGGGAACCCAGGGATCCTGGTGGCAACAGGAGGTCGGGGG 

T GT CCGAAT CTGTGC GAGAAGCAC CAGGAACCC CTGAAGCTGTT CTGTGA 

GGTGGATGAGCAGGCGATCTGCGTGGTGTGCAGGGAGTCACGGAGCCACA 

AGCATCACAGTGTTGTGCCCCTGGAGGAAGTCGTGCAGGATTATAAGGTG 

GAGTTTGGGGAAGGGTCACGGTGGGATAGTGGGTGAGGTGGGGTTTGGGG 

AAGGGCTGTGGTGGAGAAGGCGGGGTTTGAGGGAAGAGTTATGGGAGAGT 

GGAGGCTTGAAGGGAAAGTGAGGTTGGGATCAAGCTAGGTTCGTCTTGCT 

GAGCTGGTTGGGTTGGAGGCGTGGGAGGCTGGGAAACCACACACTGCAAT 

GAGGAGGTGGAAGGGTCTGGGTACCCATTTTCTGCTTAAAAACACCTTCC 

CAGCACAGTTCCTCAGAGAAAGCAAAAGGGAAGTGGCGTGAAAGTTGGCT 

CTGAGGTTCCGTTTTCAGCTCTGCCACCAAATTAGGGACAAAAAGAGGCG 

ATGACAGAGGGGATTGCCCCAGGCAGGGTTTGCTGAGTTGTGTTTCCTTC 

C CT CAGTACAAACT CCAGAGCCATTT GGAGCC ACT GAAGAAGAAGCTGGA 

CGCGGTGCTGAAGCAGAAGTCGAATGAGCAGGAGAAGATCACAGAGCTGA 

GGGTAAGAGCTGAAGGTTTCTGTGCTTCATAGAATCATACAGGAGAACCA 

T C AGGGTT GGAAGAGAC CAC AAAGATCAT C AGTTC CAACCAT C ACCGCT G 

CTGGGAGTGTGCCTTGGTGGCTGAGCAAGGAGAGAGAAGCTTTGCTGCTG 

CTCTGAGCTCTCACGGAGGCATCATATTCCCTTTCCTGCAATTATTGGGC 

TGTGAGGGCTTGGAAACGGTTTCCCAGTTGAATTAGAGCTTAATGAGAGC 

TTTGTGTGCCTCAGTGTTGAGTGGGAATTGGTGGTTTGGGAGCTGGTATT 

CCTCATTTGAGTTGAGGATGCTCTACATCTCTAAACCTGTGCAGACTTTG 

CTCAGTTCTGTCTGTGGTGCATTCAGGAGATGCGTAAGCTTATGGTGTGT 

GGTGAAACTGAGAGAAGCATAGCACAGCAGCCCAAAAATGAGCTGATCTC 
FEUILLE OE REMPLACEMENT (REGLE 26) 



WO 99/27132 



72/110 

COSMIDE-txt 



PCT/FR98/02501 



TCACCTCCCCCTTCTGCAGCAATTCCCCTAATGCTTTTCCTCCCTCTGCA 
GGAAAAGAXGAAGCXGGAAATCAAGGAAXXXGAGXCTGATTXXGAGCXGC 
TCCACCAGTTCCTCATTGGGGAGCACGTGCTGCTGCTGCACCAGCTGGAG 
GAGCGCTACGAGAGCCTGCTGGCCCGGCAGAGCAGCAACATCAGCCAGCX 
GGAGGAGCAGAGTGCAGCCCTTAGCCGCCTTATCACGGAGGCAGAAGATA 
AGAGCAAGCAGGACGGGCTACAGCTGCTCAAGGTCTTCTTCCATCCCTTT 
CCTXGXCXXTAXGGCAAAGCGAXAGCACGATGGXGGGAATAAXGCTCCAG 
AAAGCXXCXGXGXCAXGAGAGAGXGCCXTTAGXXGGXGGGCXGGGXGCXX 
CTCCACCCCXCCXXGXGGTGGXXXTXGAGGGAAAAXGCCGGGGGGGGGGG 
GGGGGGGGGAXAXGCCCXGAGAGAXXXAGGGXCXGXXXXGGXAAGGAAAG 
CCTCCAGCAAXGXGXGGGCXGXGXCXXTGTXCXCTGXGGGGAAGGGAAXC 
AXCCAGGCXCAGXGCXGAGXTGXGGCXGAXAAGAGGAXXTAXXGGGAGCA 
ACGGTGGGAXXGGTATCAGXCAXCCCXAAXCCXXXCCXXCTCXXXCCCAC 
CXXGCXGCCXCCTTCCCACAGGACAXCAAGGGCACXXXXATCAGGXCAGT 
GACXTXGXXTGCAXCXXXXCACXXTGAAXAACXXXTCXXTTXTXXAAXGT 
CAAAAAAGCAXTTGAGCXXTXGXXXXAAAXCCXGTGXGAXGGGXACAGXX 
GGGGCCXGGTAATGCAGGGGAAAGCXGTGTCCXAACXXXXGGGXGAXGGA 
AACXXCXGGCXGAXGGGGXGCAAAXGGGAXCXGGGGAACAACXTGGGAAA 
AGACXXGGGAACTXGGGAAACAACXCXGGGGCCATXXGGGAAAGGGGAAG 
GGTGGGGAGGAGAXCXCGGCCCXGAXXTCTGGAAGCGTGGGXGTGCCCAX 
GCAGACCXCAXGCXAXAGCGAAACXCCXCACTCXGGAGAAACGAXXCXCC 
CCAXCCXGXCAGACAAAXGGGCAGCGCXGGGAGXXCXCAGCCATGCTGGA 
CGCACGXGGCXCXACCCCAGCXCXGXCTGCXGGCXGAGGGAGGGXGGGGG 
AGGCTGGCXGCACCAGXGCAACCAGXTTGGCCGAXCOIXGCGXTGCXCXG 
GXXXXXCCAGAGCXGCATGCAGGCCGCCXCACXXCXXXXCTGCTGCXGAA 
AXTCXCXGCXXTCCXCCXXXCCCCCCACCCAAAAAAGAXGTGAGAACATC 
AAAXXCC AGGAGCCCGAGAXGGXGCX GGXGGACGXGGGGAAGAAATACC G 
CAACXAXXXCCTGCAGGAXGXGGXGAXGAGAAAGAXGGAGAAAGCCTXCA 
GCAAAGTXCCACAGGGXGAGAGAGXCCTCTXCCXXCXACGTGGGAXGGGG 
TTCCCXCCACTTGGGATGGGAXXXCXCCAGCXCXCXXGGGGXXCXCCXTC FIGURE 10 

CATCXCXGXGCXCCCAXGGXTXGCAGCCXGAXGATCCXXTAGGAAAAGCA 

GCAXCCCTCTGXXCXCXCXGXGCXXXTCCCXXXXGCCXXGTCCTGGGTTT 

TCCCCXAXXGTAGCXCCTCCAXAGAACTGGGGTXGATGXGGAXCXGGATX SUITE 35 

CATXAXAAAGGAGGGATGACXGCCXCAAACXCAGCAXGGXGCAGATACGC 

AAC CAGAX GAGGAXXT AGGACXGGGGXGCAAGGGGGAAAAAAGT GC CAGG 

XGACCCCCXAACGACCCCCGCTCTCXGCCCXXCCTXCCAGCXGACAXCAC 

GCXGGACCCGGACACCGCXCACCCXCGCCTCAGCCXCXCCCXGGACCGCC 

GCAGCGTXAAGCXGGGAGAACGACGCCAGGAGCXCCCCAACAACCCCAAA 

CGCXXCGACXCCGAXXACXGCGXCCXGGGCXCCCAGGGXTTCACCACAGG 

CCGXC ACX ACX GGGAG GTAGAAGX CGGGGGC AAGAAAGGTT GGGCGGXGG 

GGGCXGCACGCGAGACGGCXCGACGCAAAGAAAAAACCATGGGGCCTCAX 

CAAAAAAGGGAGATCXGGTGTGXXGGCACCAATGGGAAGAAGXACCAAGC 

GCT GACGGCCAX GGAGCAGAXGGCXXXGXCACCCAGCGAGCGGCCCCGGC 

GCXXCGGTGTCXACCXGGACXAXGAACGGGGXCAGCXXXGCXXCXACAAC 

GCXGAGAGCATGACCCACAXCCACACCTXCAACGCXTCCTTCCACGAGCG 

CATCXXCCCCTTXXXCCGAAXCCXGGCTAAGGGCACXCGTAXCAAAAXCX 

GCACCXGAXGGCCCXCCAGCTXCTGAXTXTXXXXXXCCCTTXXTCCCCCC 

XGCCXCAXCCXXXGGGXCCCACTXTGGGACCAGACGCTGCACXTGXXGXC 

XCGCACCTGCTTGCTCACAAGGCCTCXTCCCXCCXCXCXCCXGTCCCAGC 

CXCTGXCCACGTCCCAACXCXTCXCCGGGGXCGCGATCCCAGGCTGGTTT 

GGTTXGGAGAAGGGAXCCAAXCXCCXXGCTGGAGGTXXXCCCXTCAGCTC 

TTGGXGCXAXGGGCXCCCCTCXGCCXXTCCCAGTCCXCGCAGCAGCXXTC 

CAGXGXGCXCTTCCCCGTXXTGXXTAAAGCCXGXGGTCGAGCXTTGCGTT 

GTXTGCCCTCTTXGGAXGCAGAGCTCGAGCXGAGGATGCTGGGGTCTGTA 

CATTGXGACACGAGCACTGCTTGTGCCCXCTXGGCCATTGCXXTCXGAAA 



FEUILLE DE REMPLACEMENT (REGLE 26) 

Page 6 



WO 99/27132 



PCT/FR98/02501 



73/110 

COSMIDE.txt 



GTCACTCAGAXGCACCAAGGAGCCXCATXXCXTTTTATXTXTCAGXTCTG 

GGGCACAACCCTCTGCCCACCTCCCACCCAGCCACCATCTGGACCTCAAA 

CCTTCCACGTXCXCCXAXXCXGCCACTTGTCCACCTTCCCCTXTXGCXCT 

TCXXCCCCCXCXGGGGGXCTCCAGCTCTCCCTCTGCCCCAXCATXCCCTC 

GCCAACCAXTXCXXGTGGGCCTGGCACTTXATTTAGGGCCACGXAGGCCG 

GGGAGGGXGCAAAAAATXGGGCAACTTCCACCTCTGAGGCTGCTCAGAGX 

GCAGCATCGCACCAGGCCGCACCGGTGGGAAGCAGCCTTGXTTCCCCXXG 

CAGCTTAAGAGCTCTCTGAGGTGGGGGTATTXATTXXCTCTTCCCXTTXC 

TCAGCT GCT GTXGAAXTXCCAGCTGAATCCTGT CC C ACC AGAGAGACX CT 

GAXXGCACCCTGXXGXGTXTXACTTCTTTTTGTTGGXGGAXXGGTATTXT 

TTXTTT CTGTTGGC GTT ACAGAGCTAGTTC AAAATATTTTXGGCTAAAAT 

AAGAATTAAATGGAGAXCXAGTTTXTTGAAAXGTCAAGAAATAATAATAA 

TAATAAXAAAGAAXAAAGAAXAAAGTTTTAAAGCXGAGCCTCXCCCTTAT 

TGAGAGCCCCCAGGGGACAGGAGTTGXGGTGCAGGCCCCCCAGTCTGCTG 

TTAACTCCTGCXGGTAAGATGTGACTTAAGCCTTGCATCGXXAATCXTAA 

CXXAATTAGCAGXAATTXGGATTGGGCTGCTXCCCTTCAGCAGCTXGTAA 

AGGGATAGAGGCXGCTGGGTGAACTGAGCTCXGTGTTACCACCTCTCCXG 

CXCTCCCCACATGXTXXXGGXGGTGGXGGXTGCTXCXTXTXGGCCACGGC 

TCTATCTGCCCAGGTGTGCACTCACTGTGGGCTGCTACTGCTCCTGAAAG 

GGCT CAGGGAGAC ATTT GAGXCCCTTCGT CCACAC GTGGGAGGAGAGCAC 

TGATGTCCCCATCCTTAAAGTTGTGGGCACAGCCTTGGXGGCAAATCCAG 

AATGGGATATAATGCAGCCATGAGCTCAACAGAGCGCTCTTXTATTGAGT 

TXTGXGCATAAAAXCTGTGTGTTGTTACCACATCCTCATCTGGXTCCAAT 

GGTGACXXGCCACACCCGGACGAGGXTATCTGTGXAGCCAGCAAACAGCG 

TCXGGGGAGAGAAATGGAGGAAGTGGAXCAXGAAAAGAXAGGAATCAGGC 

CXCGGTGT GAACGTAAAAAT CX C AGAAGGC AGCTC CC AAAGCGGAGGXGC 

TGGAGGAAGGXGGGAGXTXTAAGGCXGCAGGAGGAGCAGTGAAAAGGGAA 

AGGAGAAGGGGAX ATXXCX ACCTGC CCAXCX GCAGACC ACGCCAGAGAGG 

TACACTGGGGAGGCTCAGCTTTGCTGCIGGTGCTGAICACCXCCTGCTIC 

AGCTCATCCACAATGATTXTGCCTTCCAGGTCCTGTGCAGGACAGAAGAG 

AGCGXGAGGGACXAAGGTCCTGCAGGGAGACXGCXGXAGCCAAACCCAAC 

CATTCCAACTCAGAACAGGCTCAGGGTGCXCAGAAACAGCCXCXGGSTTT FIGURE 10 

CCGCACAGGGATGCAGXCAGAXGGCATCGAAGTTTCAXCACAGCAGAGXG 

GTGGCTGXGCCCCACACCACCCXCCCAGTCCAGGGGAXGACAGXGCCACC 

AGCAXGACCCAXCCCACGXAACCAAAAGGGCTCTGCACCAAGGCATCXGX SUITE 36 

GGGGCAGGGCGAGGATXTCGACCACAACTCXGCCTCCAAACCCACAGGAT 

AAGGGAAGTGAXXCXTTAGGAGGXAAATAGGGATGTCACATACCCAGAXC 

XXGAXGCXGGGGCCGGTGGCAGCGCAGAGCCAGTAGCGGXTGGGGCXGAA 

GCACAGCGCATTGAXGATGTCCCCTCCATCCAGCGTGrACAGGXGCXXGC 

CXTCATTCAGGXCCCACAGCAXGGCCTGGCCGTCCTGGGGGGCAGCAAAG 

AGGAAXCACAGCAAACCAXCAAACCXGXGGCXXTGTXCCAGTXGXCCAXC 

TAAAACCTTCCAGCXTGGAAACAGCACXTGATTTGT GACXGAGAX GXGGG 

TGAGXTGCCACAGGACAGCAAGAGGCACAXAACTGAGCTGTGAGAACAAC 

AGAAXAAGCTGCAAXTTGGCCTCAGCTXTCCCCCAGGGTGTACCXXGCCX 

CCAGAAGCACAGAGGGAGCCATCAGGGGAGACAGTCACTGTGXTCAGAXA 

XCCCGXGXGGCCGAXGXGGTTXGTCXXCAGTTTGCAGXTAGCCAAGXXCC 

AAACCT AAAXGAGGGTAAAC GXGACAGGCTC AGAAAX AT GGAGGAGAAAA 

AAAACAACCCTCXCATGAXCACTGCXCAAAXATTCCCCAGAACGCCGCAC 

AAACCCCAAAGGAGCTGCXCCTCXCACCTTCACCAGCTTGTCCCAGCCAC 

AGGAGAC AAXGAT GGGGTTGCT GCT GX X GGGGGAGAAGCGC ACAC AGGAA 

ACCCACTCAGAGXGGCXCTCGXCCTGAGGAGAGGAACAGCATTGGGXXGA 

AAGCAATGAAAAGCATCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCT 

GAGCCCCTCATAATTGCAGGACGTGTCCXCAGACCCCCCCCAGAAAGAAA 

GGTGAGCAGGCACTGTGTCACXTCTAATCAXTAGGACGGAGCTGGGAGAT 

GTGGAXTACGGAf&W^^^ 
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ACT C AGAAACAAGC AGAAAGAGGTTT ATTTTCACAGTGTGGAAAC T CAGA 

TCCGTTGCCTCACCTGCACCGTGTATTTGCAGACACCCAAAGTGTTCCAG 

AGTTTGATGGTTTTGTCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGA 

GGAGAAGGCGACGCTCAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGG 

TGGTGGTTCCT CTGCAGGGACAC CAGGAGGGTCGC ACGGGAGGGACAAAG 

CTCAGCAAACCCCCATTAAATTAATTAACCCTCCCCTAAATTGAGGAGAT 

CGTGCTGCAGTGCATAAATTCTTAATGAACACAACTGATGGAAGCAGGAA 

GGAAGCTAAAACGGAGTCATCTCCACATGGGTTGAGGAGTGGTGGTTCCT 

TCCCTCCTTCCGAACAGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGG 

TT GGAATAATC ATGAGGAGTTT AGGATAT AAAACTC AGCTTC CGT GGACA 

CACAGCAGCGTAAGTGCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCT 

TCCTGAGGAGTTTCTTCTCCTATAGTACTCCCAAAAATCACAGTGCAAGA 

AGAGCCGGTGCTGCTCCAACCTCACCCCAAACTCTGTACCCCAAAATCAC 

ACCGAAGGAftAAGCCTGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGA 

AGGAAGAACCAAATCCCCCCCTGCTGCTCCACCTGCTTCTCTCCCATCAT 

AATTGCAGGACGTGTCCT CAGATCC CGGAGGATCAGCAGACTGT GTC AGG 

TGTAATCACTGGGAGAGTGAGCTGAGGGAGGAACCGCTTTGGTCCTCCCT 

CCAAGCATGATTTACCACCCAACCTGAGAGGAACTCACCTCATTTTCACG 

CTGTACCGCACACCTCTCACCCACCCCAACACCCAAACAAAACACAGAGC 

CCAGCTCTGCCCCAAACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACT 

CACGTGGTGAGGTCCCACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAG 

CGCAAACTGCCCATCGGAGGAGATGACCACATCGCTGACAAAGTGCGAGT 

GGCCGCGCAGGGCGCGCTGCGGGATCCCGTAGTTGGTCTCATCTCGGGTC 

AGCTTCCACATGATGATGGTTTTGTCTGGGAAGGGGGAAAGGCAGCGGCC 

TCAGCTCCAACCCTTCTCACATTCCCGTCCTCACTGGGCTTTATCTCCCT 

CATAGCAATGGGGGGGTTACACAGAAGCACCGCACCCCTTCCTCTCAGCC 

CCCCAACCGCCTCCCTACGXCCTCATACACAGCAGCCTCCCCACCCTGCA 

GCTCTCTGTCCCCGAGCCCTGCACCCCATTCATCACCTCCCCTCCCCCAT 

GGTCCCCCCCAGCCCCCTCCXCTACCACTGACGGTCTCCCCTTATCTCCC PTPTTD1? 

ACAGTCCCCTCCATAGGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAG FIGURE 10 



TTCCGCCCCCCCCGCCTCGGACGAGGCCCGAACCCCTCAGGCGCGGCCCT 

CACCCCGCGACGCGGAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGCG SUITE 37 

ATCTGCGTCACCCACCCATTGTGGCCCTTCAGGGTACCGCGGAGGGTCAT 

CTGCTCCGTCATGGCGGCGGCGGGGCGGAGGGATGGCGGCGGATTCAATA 

AAGGGCCCGGCCCGGTCCGGTCCTACCGCCCGCGATGGCCGCCAGCGCGG 

AAAGAGAAAGAGGGAGGTGACTTCCGGCGGAAGCGGAAGTAGCCGCTGGG 

TTGTACGGCAAGAGGGGCAACATGGCGGCGCGCATAGAGAGCACGCTGAA 

TGGGGGAATGGGCTTTGGAGGTGGGGAGGGAAGGTTGTTCTCTGCCGCTG 

CAGGGAC AC GAGGT GC GGGCAGAGCAC CTT CTTTAAC AT TT GCTATT ATT 

TAACGTTTT ACATTT AGC ATTTTTATT ATC CCT GTT GT GC CAGGACGGAG 

AAGAGCAGGGTGTGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACC 

CCACAGCCAACCCAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGAAG 

GCAAACAGAAGGTCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCAC 

GCTGCAGTTTGGGGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCG 

ATGAGCAGTGGCTGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGG 

TTCCACCCCCGTTTTGTCTCACCAGCCTTTTTCTATCCGTCCTTATCAGC 

AGATCATCCTTGTTATTAGATCTGTCTTTTTCCAGTCACGGCTTTGCATT 

TTCACCTTGGTTTTACCACCTAACATCAAGCCTTTTGTCCCCATCTGATG 

AT ATT CAT GCAGATAAATCC GT AAAGC AGGGAAG AAT T AAATTCTGGCCC 

CTTCTACACCCATTTAGGTTTAGATCTTTGCAGCATTCAGCCAAGACGTG 

CTTCCAGAGCCAGGAATAACGTGTCTTGATGTGCCAACACACCTTGAAAT 

CCAGAAAATTGCCCCAAAATAGGCATGACTCAGCAAGCACCGTAGTGGGC 

ATGATTTGCTTGGGTGACCCCGTGGGTAAGGAGCCATTTGTTGGACACCA 

CGATGTCGTTTTTCACAGCCCTGTGAGCGCAGCGTCTTAAATTGCCCTCC 

AG&CATTCCAAApgg^^ 
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GCCCTCCGGGATGAAGGAATCTCTGCCGGGGTTTTCCGTTGGATCACAGC 

AGGAGGATTTGCTTTCCTAAAGCATTAGAGTGACGTGGAGAGCCCAAATC 

GGACCCAGTGGCCACATTCTCCCAAGGGAAAACCCTTCGGGTGCCCCTAC 

GGTTCCTTTTCTAGCATGATAACAAACTTCTTTTCCATCCGCCCATCCCC 

TTTTGGGTTTGGAGGTTGACAAATCCCCACTGAASiTTCCTATGTTGCACA 

CATGTCCTTCATTCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTT 

AATTCAGAGCGAGATCAACAATTTTAGGCATTCTTTATGAACTTCACATT 

GTTTTATGCTGATCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCT 

GTAGGAGTGCTCTGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGG 

GAGGAAATGTTGTGAAATAATCCCAAGTGATGAGAGACTGTGGGTATGGG 

AGGAGATGCCCTCTGTC CT GGTGAGC AGTAGGGACAGAAGAC CTGAGCTC 

ATTTCATATATCTGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTA 

TTTGGGGCCAGGAGTGGCTTCTGCCCCGTTGGTGCCCATAAACCAGTGCT 

GCCCCATTTGGGATTGGGGTCTGCTCGCAGACCACATCCACCAACCAACC 

CATGGCTGATAGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGC 

AGAAACCTGTTCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTC 

CTTCCATCCTCGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTC 

CCCTGCTGCCAGCACAGCTGTCGTGTCTGCAATGATCCTTCCAGCTCTCT 

GCGGACACGCAAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCC 

TGGGACAAACTGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGAC 

CATCACAGCACCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGT 

CGGGGTAAGCCTTTCTCTTTCTTCCCACAGCCCAGGATTTGGGGGATCCT 

ATTGGCTCTATGGGATCTGGGAGAT GCAGGAGAAATGTGATCCCTTTGCT 

GTAGCAAAACAACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGA 

AAGCAGGAGAGGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAA 

ATACAGCACAGAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAA 

TTTAGGTCCTCATTACAGCGTTTCTTTGACTGAGACCCCAATAGGATCTA 

CAGGGGTAGAACAAAGCAGACAAAAAGTGATTGATGTTTCCTATGCGATT 

TGTTGCCTTTTCCCATTGAGATTTCTGCTTTTCCTATGGGGCTTTTTGCT 

TTTTCACAGCTTTTTTTATTCACTGTAGTGAATAGAAATTTTTAGGGCTT 

TTAGGTCATTGATGCTGTTATGAACACAGAGATGAACTCATAACACCTTC FIGURE 10 

CTGGTGTGGTTTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACA 

ACTAACAGAGGTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGG 

TCAGCAAACTCCTTTTATTCAGATATAAATCCCCTCATCCACAATTTCAC SUITE 38 

CAGTCTTCCCAATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCAC 

GAACTGAGAAAAGCAGCAAAAAGCCTCCCAGCCCCAAATATTTATCCCTT 

ATCCCATTTATTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGG 

AGATTCCAGGTCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTC 

CCATCAGGTGGACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATG 

AT GGCAT CAGGT AGAGCTC AGAAAGTGGT ATTT ATC AGCAAAGC AATTTT 

CCAGGTCTGTTTTTTCCCATTTTTCCCATATTTTTTTCTTATTCAGGGAA 

GAGGAACGCGGATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAAAG 

T C CCTTTCC AT GT GT AGAAATGGATATACGTAC CC CCC ACT GAT ACC CAT 

TTCCTTTGTTCTGTCCTTATATTTATACTTCCCCATATTTTGAACACATG 

AAAACAAAGCCCACATTAAATAAATTCATAAACAGTGCAATTTTTGGACT 

AT TATTTT CC AT AGAAAAGT ATT AAAT CAGT GCAGAAGTGCCTCTGGAGG 

TGACTTCTGCAGCACCCAAAGAGAGAGGCGTAGGGCTGAGTGCTCTCTCT 

GTCTCTCTTTTAGAAGAATGGGATGCAAAAATCAGTGAGTGCCCTTTTTT 

CCTCTCCCTTCACGGTGAGGTATGGGTGTGGAGGACCTGAATTAATGTGA 

ATTCCTCTGTTTTAAGGGAAGCTAACAGAAGATTTTGGTAAGTCGCTTAT 

TTTCCTCGATCTGAGTGCATATTTCTACACCTTTACCATCAGTGATGACC 

AACGTGTGTATGCATTTCTCTTTATTCCATTTAGAAGAGAGCGACACAGA 

GCTCGGTGAGTGCTTTGGGGTCTTATCAAGGTGGAAAGATGCCCCTCTGT 

GCAACAGTGGGGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACAT 

crsaIiCCCAG mi¥6i'tI&^Si^»ilS CAiA5 



WO 99/27132 PCT/FR98/02501 



COSMIDE.txt 76/110 



CTTTGGGCATTTTGGGGTTATTTTTGTTCCTCGAGAGCTCCCAGGATTGA 

CCCGTGTCCATTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGG 

TGAGTGTCCTCCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCC 

TCCTTTAATGTATATTCTGATGTATTTATTTAAGGGGATCTCGCAGCTGA 

GATCGGTAAGTCGTGTGTGGTTATACACCCCTATTTGTGCCTCCCATCAA 

ACAGGGCTCTGTGCAGCTTGAGTTGGTTCCCACAGGGTTTGTCCCCCACT 

CTTCACACGAATATGGGGGTAAAACCCAACAAAATGGCACAGAGGGATTG 

CAGAAAGGGCGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGGAGGGTG 

AAGCTCATGAGAATGGTTCTTTCTTTCTCTTTTTGAAGACAATCTGACTG 

CAGAGCTCGGTGAGTGCTTCCCTTTCCTCTCTGCTTCGTTTCACTGTTGG 

GTTTTTAGGGGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAA 

CCCAACCTGGGCTGGAAGAAGGGTCCAAACGTTCATAACTGCAGACTGCA 

ATTAT C ATT CCCAATT GGAAGGTGATT CC ATCATGAACC ATCCACCCAT C 

ACAGTGGAATTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACG 

TGATAGGAAAATCAGTAAGTGCCTTTTTCCTTCCAGAACTGATGGGAAGC 

GATGGGTTAGGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTT 

GGGGAAAAATAAGTTAATACATTTCATTATGGCTTAGAATTGAAACTAAT 

GTT CAT CT ATTT CTTTGTTTTAAGGAAAGCTCACAT CAGATCTTGGTAAG 

GGTT ACTTC CTTTAAACT ATC CTTAATT CTGCAACAGTGCTGGGTAT AGA 

GTAGAAAAATATGCATGTGAAGGTGTATGTATGCACATGTTAATTCATTC 

CTATTTATGTACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTA 

TATATATATTTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTG 

TGAAGAGATTGGGGTTTC CT CTGGTTGAAGAGGGGGGT GAATGACAGCAG 

GTGTCCTTAATAAGCCTTATTTTCAAAACACTAACAAGGAGAATTGGGAT 

ACACAGAAATAAAGCCTAAAAAT GGGAAAAAGAAAAGAATGAAATGGGTA 

AAATATTGAAAAGAACAAAAAGTTTGGAGAAAAGAAATGACAGTTTTGGT 

TGGGTTGGGGCTGCTCTGCATTTCTCCGCTTATTTTCTCCCTTTGCTTTC 

AGGTGATGTTGACACAAAGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCA 

CATTTAAGAGTATTTTTGGTATTTTTAAGACTGTTTAAGAATATTTGGAC 

ATTTCCTGTGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTA FIGURE 10 

TTTTTGAGGACGGAATAAATGTCCCAAAAAAGGGGGATTTTGGCATCAAT 

TGACTGGGAGGTGAAAAATAAAAGCAGTGATCTGAGCGTGTTGGGGCCAA 

TGGATGAACCTCAATGATCATTGTGGTCCTTTTCAATCCAGGCCATTCTA SUITE 39 

TGATT CT GT GAAAGAAAAGAAGATAATT AAC ATT TAATTTTCTTCTTTCT 

CTTCTCATTCCAGAGGAACGCGACAGGAAAATCAGTGAGTGTCACTTTTT 

TGGGGCCAAAACCCTCTGATTTGGGGAAGGGATCCCTGATAGAAGTGGTT 

AATCCTGTTGGTTTTTCCCTCCTTGCAGCCAAACTCTCAGCAGAAATACG 

TAAGTCCTTTTCCTCCCCAATCTGAACTGTTTCTTTGTATTCTTAGACTT 

CCTTTTTTTTTTTTTTCTGTTTTAATTAAAATAATGCTTTTTTTTGGTTG 

GTTTTTTTTTTCCCTATTTGACAGGCAGACTGACTGCACTGCTGGGTGAG 

TGGTGCCATTAAATCCGTGTGTGGTTTTGGGCTGAAAACCCTTAAAAATG 

GGAACTCTGCACCCAGACAGCTCATCTCTGTGCTTTGTTTCATTTGTAAT 

AGAATAAAAATGGGGGGAAATGGGCAAAATGAGCATTGCAGTGAGCAGAG 

CTGCTGTCCTGGGGCAAGAGGGCACCGCCGTGTAAAAAATACATATATTT 

AACCATTTTTCCTTCTTTTTTTCCCATTTAGGGGACCGTGACTCAAAGCT 

C CGT GAGT GCC ACTCT CCT CCTGATTAAAATCTGAGT GAAGATGT GGATT 

TTCCTCAGTGTGCTCCTACAATCTCACTTTTTCAGCACAGTTTTCCCCAA 

ACTTTGTGTTTCTCCACCCAACCCCTTACACTGATCCTAAATGGGTGTAT 

TGCCTGAATCAGTGGTTTTCTTCCCTATTTTTTATCTATCCTGTTTTATT 

C C AGTATATGTTTTT ATGAC ATAATTTTAT GACATATTT TGTTCT ATGAT 

GCCCATAGACCTTATTACCATTGCCTGCCCTGTGTGGATCAGAAAATATA 

TTTAAT ATAAAACAGATATCT CTACTGACAGTGATTT CT GATGCACCCAT 

GAAGGAAAAGGATTTAAAATAAACTTTAATTTTTCCCTTTTTAGGCAAAC 

TG AC AGC AG AACTCGGTAAGCCATTTTCTTCCCC ATT CCC AT AAAAC AAA 

TGAAATTATGGABEU)I^BEKEIIiBla>^ 
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TTGCTCTAGGACGGTCTGAAAAGTGACCAAAATCTGCTTTTACTCATTTT 

TCTTCTTATTTTTTTGTAGCAAAGTGCGATGCAACGATCAGTAAGTGCTG 

CTGCATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCA 

TTGAAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGA 

AGGAATCTTTGCAGATATGGGGGAAATCAGAGCCAAATTTTGAGGGGGGG 

AGGGAAAATCTCAGGGGTGTTTCAGAAATCCAATGGGATCTGATGGTATT 

TTCTGCXCXCAGGACTGTTTACAGTGGAACTCGGTGAGTCCGTTTCCTTT 

TTGTTTTTTTTTTCTAATTATTATTTATTAGTAGTATTATAAATCAATAT 

TACTGTTGCTXATACATATTGTTGTACATTATATACATAATACATACATT 

ATATACAGXATATAGTATACAGTAGTATATAATATTATGTATTATATArA 

TATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATAT 

AATGCArATATATTATTGTACTACAGTCArATTATAATACATTTACTTAT 

ATCTGCCTTTTTCCACACGTTTCATTGACCTGATTAAAAACTAAATCCTA 

AAGGCAGAAGAAGATGAAAACCCCCAAATTAACACCAAATAATTGCAGCT 

ATAGATCATATCTATCAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 

TAACAATAGAAAGGTTTAAATTTGGAACGTACAAACAATGACAAATAACC 

CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 

GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 

C CTCT GTC CAATATGAAGC CGGGGT CAAATT ACTC AT AAATC ACCACTGA 

TTGTCCATGAATTAACAGGGAAAAAAAGGCTAAACTTGAAAATAACATTT 

TTTTCATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTCT 

TTCCC AT CAGTTTAAGCAAAAATGGTTCAT CAGATATATAATAATCCCTT 

ATTTCTGCTTGTTTTTAGGGGACTACAACAGGAAACTTCGTAAGTGCCTT 

TAACTTCTCCOATTAAGAGTTAAACCTTTCAATATTTTTGATGCTTCAAT 

GTGCTGAAGCCACCAAAAATGTGTTTTAATTGTAAAGGGGCTGAGCGTCA 

AACCTGAACACTGCCATGTTGGGGGCTGAGATTCGTGGGATTTGGGTTTT 

CAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACGA 

C CAGGGCTTC CC AGT AGGAAT GAGAC C CCAAAAT ATTT CT ACCTGGGGCC FIGURE 10 

TTTTCCCATTGGGAATTTATTCTGTAAATCCATATTTCTCCACGTTTGAG 

CGTCACTCATCAAATGTCACAATCTTGGCAATGTTGAGAAGATATATAGA 
TATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTGAT SUITE 40 
GTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTTTA 
TTTTAAGGGAAACACGCAGCAGAACTTGGTAAGGGAATTCCCTCCCTGGG 
TTTGTTCTCTTGTTTTTCTCTTTTGGAGGGGGATTTTTTCTATGTCTTCT 
TTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTT 
CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 
TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 
rCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTA 
TGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTC 
TATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTTTCCTTCTTT 
CTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCCAAAAAA 
ATCACCTCAAAATGAGCCTGAATGTTTGCACTGAGGACTGAGCACAGCTG 
GGCACTAATTCATCTTTATTTCTCTCTTATTTACAGAGGAACGCGATCTG 
AAAATCAGTAAGTGCTGCCCCAAAGCCATAGGGCTATGCTGGGCTTCATC 
CCCACAACATGAATTTTATAAATTAAATAAATAAATAAATAAATAATTTT 
ATATTTTATGTATTTGATATTAGCAGTATTTAAAAAAAAGAATAAAATAA 
CTCAAGAATCTTAGGATCAATAGTAACACAATGATGCAACGTGGATACAA 
AAGCAGTAATTCCTATTTCTTTGGGTTTTTATCCTTCCAGGGGAACACGA 
AGCAGAGATACGTGAGTGTTATTTTATATACTCTATAATGGAAAACTTTT 
TTCTCTGTAATATAAAAATAGGCTTTATTATTTGAGGGGTTTTTTGGCTT 
AACGCAAATGCGAAGTGCTTGAAATTCTACGTATGAAATAGAGGATTTCC 
CATAGAGAAAA * ~ AGCAATTTGGGGCTGGAATAAAAGTTTCATTTCCTTG 
CTGAAAAGTGAATGAAAAGGGGGGGAAAAGAACATAAAAATTGAGTTTTT 
TCCCTCATTAATCTGTCATGAAATGGGTTGGGTTCCTGAATGGTGATGTC 
AACACCTCGTTTTGGGTTCAGCCCAACATAATATGTGTCTGTCCTTTATT 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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TCXGTAXCACXGGXGXTAAAGAGAGCXGXXXXGAACTAAXATCTCXXXTX 

TAAXTACXTXTXCTXXTXCTXXXTCTTTCCTXTXTXCXCCCGTTXCTCTC 

XGTXTXGCXXXAAGGGCGCCXCACXGAGCTGCTCGGTAAGTGCAXXXCCX 

TCCTTGCATCTGTCAATCCAGCAACAAACCAAAGCCTArTTTGGGGGGGA 

AGGAGGGGAXAAAACACAATAATGATGAAAXCAGXGCXTTGGAAAGGGTG 

CAATTATTATTTCTCCTGCAAATGAATACTTCCTTTTCCCTTTTGTTTGC 

AGAGGACCGCGAXXCCGATGXCCGXAAGXCCXTXXGXXXGTCCCGGAGCX 

GXGAAXCCXCCAATGGGAAAXGCAGAAXXXCAGAGXCTGCCCCAAAAAXG 

ACCTXXTXGAGGCXAOA&GGGAXGGGAAAATAAGGAGAAATGXCCXTAXX 

TATXGATCXCCTXGXTTAXGTGCAAAACTGGGTGACTCXXCXCTGCCGAA 

CACGTXAGAAATAAGAACACAAAAXGGGAGGAAATGGXATTXATTCAXAX 

CXGXTGXXTXXCXGXTXAATTTXTAGGAGAACAGGACAXCCXCAXTAGTA 

AGTGGCACXXXGGAXXGAXAAGAAAXGCAGCTCCTGGGGACGTXXGGGXG 

CXGCGATXGCTGGCACTGCTGGGGCXXTGXGTTGTGGTGGAAGXGGAAXT 

ACXXCAAAAGAAGAGAAGAATGGAAXXATCTGGAGAAAAAGGGGAATAAA 

TGGAACXGTXXGGGAAAAGAAGGAGGAATAGAATGGAAAXAXTGGGGAAA 

AAAGTGAAATAGAATGGAATTATTTCAAAAAAAATGGAATGAAATTTAGG 

GAGGGGGAAGGGGAAGTGGAATGGAATTATTTGGGGGAGAAAAAGGGGAA 

AATXGAAXGACTGGGGGGGGAAXGGGGAAATAGGAXGGGAGTAXTXrAAA 

AATACAGAAXXGXGAAGGXTXCAGCCCATCXCAGAGAGXTXGGXAXCCXC 

GAGXXCCCCCXTXGCAACCCAXXGAGCATCCXTGGGAXGACACCAAATXC 

XGTXXTCXCCTTXXCAAGGGAAACTGTCAGAAGAGCXCGGXGAGTXATXT 

CCACXTCXTACATACAAAACTGATTCTGGATATTCXTXXTGTGXGXXTXC 

CXGCTTXGCCTCTTTGXGXTTTAAGAGGCAACTGCAGAAGGAAXGGCACA 

AAGGGTGCAGAGGAXCTTTGGGATAAATAACAGGGAAAACAGGGATGGGA 

XAGCAAXGAGTXGGXGCAATAATCTATGGCACAAAAGGXGACGGCGTGXT 

XCACATXTXGCXXXXXCXCXXCCTTXXAGAGGAAXTAAGGGGXCGGGAAG FiriTRF 1 f) 

XXGGTAAGXGAGAXXCCXXTCCCTCXTCTCCCCAAAAGGATAAGGGGTAA 

TTTGGATTCTGATCTCTTTTTCTCCCTTTTTGTTCCTAGAGGAGAGTGTT CTrr _, 

CXGGAGAGGGGXGAGXATCAXXCTCXXXCXACXGCTGCXXTTGACXGAAG SUITE 41 

GAAXCCCCCATAAGCATGCTGGXGGGATGGGAATXCXACAXCTGAXACAC 

AATXATTATCAXTXCTXCATXTXTTATACACAGAAATAGATAAXTXXTXT 

CCXTTCXXTTCTCTXTTCCCCCXTTTTTAGAGGAACAXGATGCCAGAAXX 

GGXACGXGTCCAXCTCCCCCTGCTTXTGTGGTGTCXTCAAGAAGGCCAAX 

GGGGTCATXTGGGATTGTXXGGGTTGAGGATTGGGXXCXTGATTGAATXX 

GGGGGAGGATXCAGGXGCCCAAACACAACAXCAGGTCCCAXCTCAXGTXX 

TCCTATGGGCXXGGATCCXXCXGTXGGAXACCXAAGAAXACCXGAAATCC 

ATAATATGCCAXTAGAAGXAACACAXCCAXCAATGAXATATCCATAGAAT 

ACAAGAGAACGGTCTACAXXTACTTCAGATCCCAXXXTCAGGTXAACCAX 

GAAAAAAATACCCAAAGACXGAATGXCACCAXTCAGGGAXCCCGXGXGTA 

AAATCATGACXXCXGCXTXAATXATAAGAAAAATGAAAXXCACTGXTTXT 

ATTCXCTXXXAAGATGAACXCXCAACAGAAGTXGGTGAGXATXTTXCTGC 

CCXCCAGCAAAACCAAAGCATGCAGXTXGCAGTCTGTTXXGGATAXAXAT 

XGTACGTGGATATATAACCTGXATGXXATAACACCTCXGGTTrcCXXXXC 

X CCTT CTTXX CCTCAGAAAAAC GAGAG AGAAGAATTGGXGAGTAX CAAAC 

TXCCCCCCAGAAGXGGACXXTGGXGTGXTGGGAAGAXCCATACCACCACG 

TXGGTGCCAAACXXAATGGAAAXCCTXXGTTTXXTCCTTATGXTXTCAGA 

X GAACX C ACT GC AGAGCT CGGXAAGTC GTGATX AT AACT CAXAACGAGXX 

ATAATGCTAXTGTTATATATAATATACATATTATAXATXGTTGCTATAAT 

XCAXAAXAGAGCAAACAAXCACAAGGCACAGAAATATGGGTTTGCTXXGA 

GAGCCAAACCXXAGGAAGXGAXAACACAATGGGAAGAGGACAATGACCAT 

TTCTGTXGTXCCTCXXXXCAGAGCACXACAAGGCAAAAGCAAGTGAGTGX 

CTCCTTCCTCATCTXCAGCACGTGAGAGATTTTGGGGGCTTTTGGGACGG 

CXATGGGGATXTACACATAATAAAACAGAAGAXGAGAAGACAGXXTGTTA 
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TCCCCAGTACCCAATTATACAATGGGATTAATTACAGCCTGCCCAGGAAA 

GGAGCACTGAATTTTTTCCTGCGTCCATCCAGCArGAAGTCCATCAGACT 

TAAGCTTACAGCTTAAAGAATGGTTCATTTTTTTCATTTAACCCCCTCGT 

AAGTTAAAAGATGGACTTCAGCATCACAGAAGTAGCCCAGAAATAGTCAA 

AAAATGGGTCATGAATTTCCAGAGCACCCCCCCACACTTTCCTTGGTGAA 

TAGGAAAACAAATATTAAAACTAATTAATTGGTTTTTTTTTCTTTTTAGG 

AAGATGTTTTGAGGAACACAGTAAGTGCCCTTTTCTCCCTTCTTTAAGCA 

TCACTTTTCACTTTAAGTCTGCATCACAGTTAATAATCCATCTCCTTATT 

ATGCATTTTTAGGGAGAGGCGAAGAAAAGTTGGGTAAGTCATTTGGTTAA 

TTGGGTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTTAG 

TGTCTGCACTGTAGAAATATCCAGGTTAGACGTGTAGGTAGGAAATACTG 

GACCTGCGTGGAGGTATTGCAGACCCCATTTATGTGTAGGGGAAGCAGAA 

CATCAAACTATTGAGCCTTGAGCTCCACGAAGACAAGCCACCCTCTTAGA 

TTTCAAGCGAAGTCGAGCTGAATAGATTTAATTCTTTCTTTCCCATAGTA 

AATGTGACTCTGGACCCAGAGACGGCCCACCCTCGCCTCGTCCTCTCCAA 

GGACCAGAAGAGCGTCCGATGGGAATACAGCCTGCAGGAATCCCCCGACG 

GCCCCGAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCTTC 

ACCTCTGGGAGGCACTGCTGGGTGGTGGATCTCACAGAAGGGCAGTACTG 

CGCCGTTGGGGTCAGCAGGGAGTCCCTGCCCAGGAAAGGAGCCGTCAGCT 

TTAACCCTGATGAAGGCATCTGGGCTGTGCAGCAATGGGGGTTCAAGAAC 

AGAGCCCTCACCTCCCCTCCGACCCCACTGAACCTTCGACGGGTTCCCAA 

AAAGATCCGCATCTCTCTGGACTACGAATGGGGCGAGGTGGCGTTTTTTG 

ATGTGGAGAACCAAATGCCCATCTTCACTTTTCCTCTGACCTCCTTTGGT 

GGGGAGCGGCTCCGGCCGTGGTTCTGGGTGGAGCTGGGCTCCCTCTCACT 

GCCCAGATAACCCCGGAATCCCTGGAGGTGCTGTGGAGGTGCCTTACAGC 

AGCTCTTCCAGACCGGGGTGGAAAAACTCTCAGGAAAAGCAGCATTAAAA 

CCTCATTCTCCCTCTTCCCAGTCAACCATTGTCATGCAAAAGAAAGGAAA n 

CCCATCCTCAATGTCATCAGCATCCTCCGTGTGTCATGTCTGGTGGCCCC A" 

CATTGATGTATGGGGTGGCTCCTGTTGGTGTCTGGTGCCCCCTATTGACG 

TAT GAGGT GGCCCCCATTGACGTGAGGTGGCCCCCATT GACGTGAGGTGG 

CCCC^ATTGACATATGGGGTGGCTCCTGTTGATGTCTGGTGCCCCCCATT AZ 

GACATGAGGTGGTCCCCATGACCAGCCCCXACCCTGGATCCAATGCCTCC 

TGATTGCAGTTCCAAACTCTAGGGACGTTAAACGACCCACAGAGAGGATG 

GGGTCCTCTTTGGTCTGATGGAGAGAGGTTGGCACCAGGGTAAGTCGCTG 

CCTACATCACCACTGGTGTTTTGTCTCAGCAGCTGGTGTAAATTTCTGCC 

ATCTGGGCTATTTCTGTAGAAAGCAAAGAAGCTCTGCTGGTGGGCAGCTC 

ATCTCCCAGTGTGAAAAAGCAAAATGCAACGCATGCACCCTGCTATCCAT 

GTGGCCATCCCTCTCCATCAGCTGTTGAAGGAGAAATCTGCACTCAGAAG 

AGATTGAATTGGGCTCAGATCTGGCTTGGGAAGATGATGATTCCAACCAG 

AGTCCAGGAGACTTTGGGGAATGCATGAATCCTATAGGAAAATGGATAAC 

CCTTCATCCAAGAGCAAGCTGGCATGATGCTCTGGGGTGAAAACCCATAA 

TGCCACCTGGTTTTAAGGTTTGGGGTGGCTTACAATGTGCAGCTCTGCTT 

CCGGCGAGGCACTGGGAGCCCTAAACCCATGGAGAGGTCAAACCAGTGCT 

GGAGGTCATTGTGGGCCCAGCTGCAATGGGAGGTAGGCAATTATGGACAT 

CGCTGAAGCCACCCCACGCTCTGGGGAACTTGGGTTTTCACCTTTCACTG 

CACTTTAATGGGATTTCTCATCAATGTCTGCATGTTCTTGGCCACCTGTT 

TAAAAATATAATAATAATAATTAAATCTTTTGCCCCACTGCGGGATGAGC 

AGCTGGTGGTTCCCAGCTCACAATAAACCACACTTGAGACTCCCTGGAGA 

ATTCGCTTTCTTTTTGCAGCTGGTTCCATGTGGGGCTGTTCAGCCCCTCT 

GCAGCTCATAGGCTTTTCTTCACAGCCTCTGCTCCACCTATTGCTGAAAA 

GGGGGAAATTTGAGATGGATCCCATTTTGTGAACATCTCCCACCTGTGGG 

TAATGCTCAGACCTCTCAGCCCrGTGGGTTTAATTTCTCTTTCTGCAGCT 

TAATGGGTTGGGGATGTTCATTACTGCAATAATTAGTGATGGGATAGGGG 

AGGCAGGAGAGGATCCAAGCAGGGGAAAGGGGAGGGGAAGGACATACTGT 



WO 99/27132 PCT7FR98/02501 

80/110 
COSMIDE.txt 



AGAATACCATTCCTCCCTATGCCAAAGCAGAACTGAGGGCAAAAATAGTG 

GTTATTTAAAAATATATATGTTTTAATTGACTATCAACAGGGCGAATGGC 

ACAAAGGTTGCATCACGCTGTGTGGTGGGTTTTGATGCAACTCAAAATTG 

CAACTAGGAGTTCCTGTGCTAAGTGCTAAGGAAAAATGAGATGAAAAATG 

AGATGAGAAGCCGCCCAGCTGTTTAATTAAAGCAGTTTGGTGACTGTCGT 

GCTATGGTGACTGAAGTAAGCAAGCACTGTGCTGCAAATGCCCCCATCTC 

TCCTGGAAGTCGAGGATATTTTCCCCTGTGGCCAATAATGACAGAGCATT 

TTAAGCCCAAATCTTTATCCAGCCAAATTCCACAATGGAGACACCGATCT 

GC AGGGAGAXT CCAGATAGC AC ATT CTGTGTTT CCTTAAAT AGGGCTGAT 

ATTT CCCT CTGT CC C AC ATGTGAT CCATCTGAGCT CAC ACAGCCCTT AAA 

AATCTGCAAGGATCTTGTTCTGCTGCCTGGCGGTGAGTGTCTTTTTGGGG 

CTATTTGGCACCATTTTGGCAACGGGAGTTGGCAACGTCACCCTGAGTTC 

TTCCAGAGTTCTATGAAAAGCTTTAAAATCGGGTTTTTGCACTTTTTCCA 

CGATCCACCTCTAGGGACCAAGCTGGTATTGGGGGGGGGGGGGGGTGTGC 

TTTCAGGGGGGTTTGGGTTCTGTTTTGGGGGATATTTGGCATATAAAGGT 

GGTTTTCACCTTTGGGATGGGCCTTGGAAAGGAGTGTrTTGTTGGCTGTC 

CCGTTGCCTTTCTTCCTACAAAGCCTTTCTTCCTACAGAGGCTGCACCAA 

GGTCTCTTTTAGCAGATCACAAAGAGAGGGCGCAAAGAACGAGGTTAGAA 

TTCAAGTTTTTAGGGTTGAAATATGGGTAGGATGATTGAGTCCTTCTCCT 

TTGTCCGTACCAAGCCTGGAGATACCAATCTGAGATGrCAAACTGCACAA 

TGGAGCCTTCAGTGGGATGAACTTCAGGCCAGATGCCCAAGAGAGGTGTT 

AAGTTTTGGTTAAAGCCCACATCAGTAGCAATAGAAAGAAATGGGTGATT 

CAT CCCTTCC AAAACT CAACTTTT GGAAGAAATT AGGGAAGAAATCCCGC 

T T CC GTGCTGAAC CCTTCTGTATTTTCACCC CAGGGCAAAGAAGGAGGAT 

C GCGAG AGATTGGAG ACCACAGCAC CAT GGC CTCTGCTGC TTC CAGAGC A 

AAGGAAAAGGG AGAGGGGGGCT CCC ACC ACC CT ATCCCAGAGCATCAGAT 

GGGCAATGGATGCAGCAGCTCCGTGGGTCGTGGAGGTGGCACGTGGCAGG 

AGCGAGGACGGCTCGGAGATACCGAGGTCATCAGCCACCGAAACCATCTC 

AGGAAAGGGAATTTCCACACAAAACTCCATTTGGAGCACCTGGCAGAGAA FIGURE 10 

GCTGAAGCTTTTGGGGCTGGATGGAGACAGAGGGGAGAAGGAGAAACTCT 

GCTCGTGGCGCAAGAGGACATTCCCCTCCAATGGACCACGGGATGATGGA ~ TrTT1? 

GGTC CC ACTGGAGCCC CC AT AAAGGAGT CAGTGCAGGAGGAT GTGGTCAG bU1TE 43 

CCCTGTGTTATTCCCTAAAGCCCTGTTTAATCCTTCATGTCCATGCTGAA 

AACTTCTTCTCTGCGAAGTCCAACACATTGCATCTCTTCCCTTCTTTCTC 

CCATCACAATATCCTCCCCAAACCCCTTTTTCTTCCTCCAGGAGCAGATT 

CACAGCGATCTGGAGAACCTCAAGAAACAAAAGGAGGAGCTCTTAGAACT 

CAAAAGGAGTGGGGAGAGGCGATGCCAAGACCTTCTGGTAAGAAGCTGTT 

GCCTTCAAGCTGGAAAAACAGAGGTCTTTTTGGGGTCCACGTTGTTGATT 

TTCCACAACCTACAGACACGGACGGAGGCTGAGAGGCAGAAAATTGTGTC 

AGAATTCCGTCAGCTCCGCCGTTTTCTGAAGGAGAAGGAGATGGTGCTCG 

TGGCACGGCTGGGGGAGCTGGACAGGGCTGTGCTGAGGAGGCAGGAGGAG 

GAGGAGGCCAAGGTGGAGGGGGACATTTCTCTCCTCGGCATCCTCATCTG 

TGAGATGGAGGAGAAACTCAAGCAACCCACACGTGGATTCCTACAGGXTG 

GATTCCTACGGGTTGGATTCCTATGGGTTGGATACTCCATTGGACCCTCT 

CCCTTCTTGTCCACCTTCTCCAAAGCTGGGGGAGATTGAACCATTTTTTC 

CTATCTCTTTCAATTCCAGGATGCCAGAAGCACGCTGAGCAGGTATGTGC 

TCCTTCAACCTCATTCAACGGGGTGGAAAGGGTTCCCCATCCCCACACCC 

AC GG ATT CT AGC AC AGAAATGAGAAAT GC ATGTGATTGAGGC AAGGTTGG 

AAGTCCCATGGGGGTCAAAAAGTGCCTCAGTGTAGGAATGGCCCAAGAGA 

AAGACCTCGTGGCCATTGGGGCGACCCAAGGGACCGCATTCTGTACGGAG 

CAGGTTGGCATCCCCAAACCTGTGACAAAGGGACATTCTGGAGCCAACCA 

CCTCAACCTCCATCCCCACATCACCAGAGATCCCCACACTCATCACCACC 

AGTCCCAGCACTGATGAGATTTGTGTCCAGGTGGGAGAGGGGCAGAACAC 

GAAGGATGACAGAGf«gng^t^ 

TCCCAGCAACATAAAATCCTCAGGGAGACGTTGGGGAGATTCCAAGGTAT 
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TGTGGACCACAGTATTCCTACCACATAGGATTTGCTTTGTACTGAAGGTT 
GGGGGGTTTTTTGGTCGTTTGAATAGGAGTTGTATACACTATTGGAAAAC 
AATTTGCATTAACTCACACTATCAATCATTCTTAGGCCTAAGAGCATCTG 
TTTTTTAGGACCAAATCCCACAGATCCCACATAAAATCCTGCACAGATAT 
CCATGATAAACATGGTGGGAACTGAAGCAGGCAGATGTGGGACATGACAT 
CCAACCTTCTGTTCATCCCCAGATCTTTTTCTATCTGAGCTGGAGAAGGA 
GGAGGGAGC AT CTGTAGGAGAAGAGGGAAAAGGT GAGTCCTTAAAGCATT 
TTCCTTTTGCTCCATTGGTCATTTTTTTAGCCAAAATACTGCGTCAGAGC 
ATCTGGAAAATGAT GGTTTTGAGCTCATTTCT GGTTTCCTAAAGGTGATA 
TAAAGAAGCTTTCCTATATTTCAGCAAAGGTTTTCTGAGCTGGAAAATAT 
GGAG AC AT C GCTGATC CCAAAGTAGATTTGGGGT GCTGTTC CAGCTTTAG 
GGTGATGCTCACCCATTTCTTCTCCATCCCCAACAGCGTTTGTCACCCTG 
GACCCCACCACTGCCACTGCAGGGCTCGTCCTGTCCCGGGACCGACGTGG FIGURE 10 

GGTGAGATGGATGGATATGGGGCACAACATGTCCCCTTGTCCCCAACGCT 

TCGATGTCTCCTGCTGTGTGCTGGGCTGTCGAGGCTTCACCTCAGGGTGG c Trr n? aa 
CACTTTTGGGATGTGGAGGTGATGGGTGGTGCCACGTGGGCACTCGGGGT * uxx * 
GGCACGCAGCTCTGTGCCCAGGAAGGGTTGGCTCACTTTCCACCCCGATT 
ATGGGATTTGGGCTATGGGATGCTGTAGGAACAGCTTCCGAGCTTTCACA 
TCTCCCCCATCC 



FEU1LLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/025O1 



82/110 
D12F0R.txt 



GGGGGGCGATATGGGTGGTGGGACATGAGGGGGCCGGGGGGGGTCGGGTC 
TCACCCGCCAGCAGCAGCCGCAGCCCCGCAGCCATTGCTCTCCGCTGCTT 
TCGCTTTCGGCTCCGCTGTGGCCCCACCCCCTCCGTCACTTCGTCAAXAT 
TAATTTTAAATCCCTGAAACCCATTAAAAAAAGGGTCGGAGAGGGAAAAC 
TCATTCAGGAACAGTGTTGGAAGAGGGGACATGGGTGGGACAACCCGGCT 
TTCCCCACAGGCCGACCTAAACACAGCCACTGCCACCCACCCCGGATCCA 
TGGGTGACGTAAGGATGAGGTTCCAGCACATATTGGACCCTTCTGCGTTT 
GCATGG FIGURE 10 



SUITE 45 



FEUILLE DE RENIPLACEMENT (REGLE 26) 
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GTGGGGGGCAGCGTCCGCGCTGACCTCGTCTCGCTGTGTTTCAGGGCGCC 

CCGTCGCCGCCGCTCCAGGTAACGTCCCGTTCCCATTCCCGTTCCCGTTC 

CCGTTCCCGTTCCGCGCTGCGCGGAGCGGCCCCGATCCCGGCGCGGGGCT 

CAGCTCTGCCCGTCTCCCCGCAGGGATGCTGAATTAGCTGCTGCCCCGCC 

GAGCCGCTGCACCCGCACCCCCCGCTCTCCCGGCCGTCGCCTCGGCTCTC 

CCTCGGGCTGCCACCGCGTCCGTTGGAGATGTCGCCACGATGCACGCTTC 

GTCCCCATCCTAATAAACGCGCTGACTTTGACCCCGCTGTTCGCTGCCCG 

TGAATCATTGGGGACTTTCCGTCGCGTGGGAGGAGGGGAGGGAAGTGAAA 

GCTTCGTGGAGAAGTAAACCCAGCACCCTATGGGTCCCACGGGACGTGGA 

TTGGTGGGGATGGGGTGGGATTGGACTCTTGGTGGTCATTTCCACCCATA 

GGGAGCTCGCGGCCACCCAGTGGTCCTCATATAGACTCCATGGTCACACC 

ACTGTCACCTTTTGGTCACCCCATGATCCCTGTGTTACCCTCCGGGGTCC 

CTCAGTGGTTACCCCACGTTCCCCCAGAGGCTCCTCCTGTCGCCTTCATC 

ATCTCACCCCATTGACCACATACCCCCCTCCCCCTATGGATAACCCAAAG 

CCATCACCAGTGGTGTTGGGATGCAAACACGGGGCCCCGGACCTGTCCCT 

ACAAGCAGAGGGTGGTGACACAGCCCAGACAGTGATGCTGTGTCATTTGT 

C ACG AGGC AGAGGACACAC AGCC AC AG CC TGGCTCAACT CGAAT AAT ATT 

TT CTTT ATTT AC AT GTTAAAGAATC GAAAGGT T GGAAAC AT AC AGT AAGA 

TGAAAACACGGCTCTAAGGGTCTAACAGTGGGGCAGGAGGGTGGGGGGGA 

GGAAAA^UUUIGAAAAAAGGGAAAGAAAA^CCAAAACAAGTAGAAAAAAA 

ATGATACAGTCAACGTAAAAAAGGGGTGGCCCTCCCTCCCCCAGTGGGAA 

CATGCGGCGCTGCGTGCCGGGGGGTTTTATGTACAGGGGCCGGGCAGCTC 

CAATAAATTAAAACCTCCAAATACAATGAGGGGGGAAGGGGGGGTGCAGA 

GCCCCTCGCTGGGTGGTTTTCCTTCTTTAAATGCTTTTTTTTTTTTTTGT 

AATTTTTTTTAATTTTTTTTTTTTAATTTTTCTTAAAAACCCCAAACCTT 

TTTCTCCCCCCCCCCCTTTTTTTTTTTTTGGAAAAAATCCCACGAGTCAG 

GAGGAAAAAAAAAAAAAAAGCCAACCCTAACACAACAAACAGTAAAACCT 

GCTGGGGGGCACCGCCGACCCCCCCTTGTCCGACCCCACAGCCCCACACT 

GCCCTGGGGACGCTCGGGGGCCTCCGGTCACACCGGGACCCCCAGCTGAG 

TCCATGGGGCGTCCCCTGGGCTGCTGGGGGGCTCTCGGTCTGCTCCATGC FIGURE 10 

CGGCCCGGTCCTGCAGAGCCGCTCGGGATGCTGCCCCATGTGGTGCTGTG 

GGGTTTAACCCGAATCCGAGTCGCTGGTGTCCGAGGACGAGGAGCTGGAA 

CTGGAGCTGCTGGAGTCGGAGCTGGAGCTGGAGGCGCTGAGCCGTGAAAC SUITE 46 

AGCCACCTGCTGTGCTGACTCGGGCTTCTCGTTGGCTGCAATGGGACAAC 

ACTGCGCTCAGCATCACCACAGATCACACCCCAATCCCACTCCAGACCCC 

ACACTCACCCTTTTTTGGGGGTTTCTTGGCTGAGTTGAGCTGCCCGCTGA 

CGTCCTGCAGCCGCTTCTCCAGCTCCCGCTTCTTCTCCAGCGCCAGTTCT 

TCTTTCGTCTTCCCCACCGGCTTCTTCATGGCTGTGAAATTCAGGTTCAG 

CCCCACACCATCCCACCTCCACCCCAGGGCCGCCCCCTGAACGCAGCCCC 

CCACTCACTCTCGCTATAGGGTTTGCGGGGTTTCTTCCGCAGGCAGGACA 

GCACGTAGCGCTCCAGCTCACGCAGTGTGGAGGGTTTGAGGGTCTCGAAG 

TCGATCTCGATCTCCTCGGGGTTGGAATCACGCAGTGAGGGCTCCCGGGA 

CTGGATGATGTGCACCACACGGCCCAGCTTCTCCCCGGGCAGTTTGTTGA 

TGTCCAGGCTCAACTGCCTCTTCTCATCGTACGTCATCGGTTTGCTCTCC 

TCTTCCTCTTCCGAATCGTAGAGCGTGGGCGGAGGCGGCAGCGCCGCTTT 

TGCTGCTTTCTTTGAGTTCCTGCAGGAAGCAAAGCACCATCAGGAAAATG 

AAC CT C AGGAAT CACCCC AC AGCTGAC CAT C ATCCC C C AAAAAAC AGCCT 

AGACTCACTTGGAGCTGCCCCCACCGCTCCCCCCGCCGCCACCCTTCTTG 

GCTTTGCGGAGCTGTGCCTGACGCGCCCGGCTCTCTTCATCTCCTCCTCG 

CCCTTTGTGCTTCTCCGATTTCTTCTTTTTCTTTTTCTCCCGCTTCTTTT 

TGGGTTTGGAAACGGGGCCCTGTGAGAGGGCAGCCAGCTGCTCGTGCACG 

GCCCGCAGCTGTGGGGGGAGACAGGGGGTGAGGCGGGCATGGGGAGCAGG 

CACAGGCAGCAGCACCGGCCCAGCTCCGGCCCTCACCTGCTCCTGCAGCT 

CTGCCAGGCGGTTGGCACGTTCCTCTTCCGAGTCAGAGCTCTCCTCGCTG 

TCTGATGAGCTECUiJilfi^ 
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TTCATCTTCATCATCCTCATCGCTGGAGGATTCCTCGGAGGAGGATTTGG 

AGAGGGCTCCAAGCAGTGGGGCAGACACTGAGGGTGGGCTGGCGTCCTGC 

GGCTCATCAGGCATCTTGGCGTAGCTGAACTCAAAGACATCCTGAGAGAG 

AGGACACAGAGGGGTAAGCTGACTGGGCTGGGGGTTACGGGGCTGCTGGG 

TGACCCCACCCACCTGCAGCTTGCGGGCCATGGCCACCACATCGTGGTCG 

GGAGGGTT GTATTT GT AGCAGTT GGAGAAC ATTAACC GGACATCAGCGGC 

AAACTCCTGTGCGTCATGGTAGTCCCGGTTCTCCATCTTCCGCTGTGGGA 

AGGGAAAGGCGTGAGC AGACCTC AAAGCC ACC C C CACAAAGC CCCC AT GA 

GGCTGTGCCAAGGCCCACGGAGTCCCCAAGCGAACCTTGATGGTGCTGAG 

GTCCATGGGGTGTTTGATGATCTCGTGGTAATCGTGCAGCCCCAGCGCCG 

AGGCATCGACCGGCTTGTAGAAGGGCCATGCGTAGGCAGCGTGCTTCTTG 

GAGAGCAGCTCCTTCAGAATCCCATTGCAGTATTTGAGCTGCTCCGACAA 

TTTGCCCTTTTTGGAGGTCTGATGCTGCTGGGAATCCGGCAAGTCCTTCT 

TGGGGGGTTTGATGGGGCGGCCGCTCTCACGCCGTGCGGGAATTTTGGCC 

GCCTTGGCCTCCAGCAGCGTGGCTGACGGGGAGGATTCACCGCTGGTGGC 

TATGATGGCGGTGGTGGTAGGGGTGGTGGTGTCTGCTTTCCGCTTCACAC 

C CTTTTTCTAC CAAAAT ACAGAAAGGTTGATGAAT GGGAGGC C CAGC ACA 

GCCCACAGAGCCTCCTCCCGTGAGCGAAGAGCTCCCATCTCCCACCTTGG 

CCACGGGTTGGGTGGGCGCAGGCGCAGTCAGCACAGCCGGGGCAGTGGAG 

TGCAGCGACTTGAGGAGCGGAGCGGMATGACGGACGGGTGGGGAAT6TT 

GACAATGGTGGTGGCGATGTCGGGGCTTGGGGTGTACACAGCGGTGTGGG 

ACACAGAGGAGACAGCTGGCACTTGCTGAGCCGCTGTGAGACCTGCCAGG 

AGCGCTGCGGACAGGCAGAACCCCCATTAGCACCAAGGTACCTTCAGTGC 

TCTACCTGAAAGCGCAACCCAAAGAACCCCAGGTACCTGCTGCCCGCGAC 

GCTCCCTTCTTGTGGCTGTTTTTGGCCACTGGGACCACGATCTCCTGCTC 

TTCTGGTGGCATTTGGGCCACCTTCTGCAGGAAGATCTTCTCCAGGGTTT 

GGGCCATCAGCACAATGTCATCTGTGGGCTACAGGGACAACCGAAACGTC 

ACAGGATGCAGAGATGGCATCAAAGGCCTCAAAGCATCCATGCTGCAGTC 

C TC ACCTTGTTAT AGAT ATAGCAGTTTGTGAAGATGGTGTTGAAGT CCT G FTrmp , 

CATGCACTCAGCTGCCCCCCAGTAGTAGTTGTTCTCCAAGCGCCGTTTGA * lt,UKii 11 

TCGTCCCCATGTCCATGGGCTGCTTGATGATCTTGTGGTAATCCTGCATA 

GGGGATGGACAGTCAGCGCCGTGTTGGTAACCACACTGCACCCCTCCCAG SUITE 47 
CCCCAGAAGCAGTGGTTTGGGGTTTTTAGGAGCTCAACATCCCCCAAAGT 
ATC AGGACGTT GACACGC ACACAGAT CCGCT CTC GCAC CATGCAT CAAAA 
GCAGGGCAAAAGGGTGCAAAGGGATGGAAAAACACCTCCGGGTCTGGTCC 
CCGCCCGAGAGTGCCACCGTGCTGCTCTGTAGGGGACCTTCAGGTGCTCT 
T GT GGGTTGCCTACGCTAT AGGGACAGCCAAAACACTGCTGT CCACAGCA 
TGAGGTGCAATGGGGGCCACTAATGCTAAAGTAAGAGCAAACCTATGTGG 
AATTTACCTCTGGGCTTTAAATCCTTGGGCGCCACAGGTACACAGGGGGC 
TGGCGTTTAATATTGGGGTCACAAGATGTCTTCTACAAATTCATGGATGG 
GAATCT GC AAAACGC ATT C AGGGC ACAAGAGATT AGGTGAGGAAAC AT CC 
GGGTTCCCTCTAGAGCAGCTGCGTCACCTCACCCATACCCGTGCGGTGGC 
ACTGGGAGGGGACAGCAGCTCTGAGGACATCAGGTCACCTACTGGGGGGG 
CTTCAGAGCCTGTGGAGTTGGGATTATGCCCCTAAGAGAGGGCGAGGCCA 
GCACAGCCC AGGCACCT GCAGCT GCAT CTCTGT GGT GG AGCC C AT AGAGG 
GGACAATGCTGTCCCTGTGGCACrCTCAGGCTGGGGACCACGGCTCGGGG 
TGGCCCTCAGCACCCAGGGGACAAGTCTGGGGACACACAGCCATGCTGGG 
GGACCCACAGGAGGGGACACGTTACCGGCAGACCCAGCTTGACGGCGTCG 
ACGGGCTGACGGAAAGGCCAAGCGAACTGGTGCTTCCACAGGGCTTTCAT 
CACCACTTTGTGCAGGTACT GCAGCT GGT TGGTGACCCGGCCGGGCTTTT 
TGGGGTTCGAGACCTCTGGCGGAGGGGGGTTCGCCTGGGGGGTCTGTAGG 
GCCGGCACCGAGGCCATGGTGGGGCTCTCGAAGCCCTCGTAAAGCAGCGA 
GGGTTTGCGGATGCGTTTGCCCGGGGTCGATTCCGTCGCCAAACCCATAA 
GCCCGGCATTTCCCTCCCCCAGAATCCTGCAAGGGAGCAAAAGACAACAT 
CAGCAAGGATGGGGCCAGCGTTCCACCACCAAGGTGCACAAGAACAGCTC 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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AAAAAAAGGCAAAAAAAGTAATCAAAAAAAGGAAGGTTGGAGCAAACAAA 

GAGTCAGTGCAGGGGGTGACATCAGGGCCCAGCAGTTTCACCACCTCGGG 

GTACGACAGCCTGCACTACAGCATGACAAGGCAGCACCCAAACACTGTGG 

CCCTCAGCTGGATACACAACAGTGGGCTCCAAATGTCTGGGGACGGGGGC 

AGAATTATTTAAGTGGGGAAAATGAGGATTTAAGCAGCTGGGAGAGGTGG 

GATGTCTGCAGCGTGAGGAGAATTTGTCACCGGGAAAATACGGTGAATGT 

CGAGCACTGGGGCTGCTTTCTCAGGCAGCTCCCAGGGTGTTCCCCATCCT 

GCCAAGGACGTGGTGGGAATGACAAGGAAGGAAGGT6ACAGAAGGACACA 

GCGGCCCCAGTAGTGGCGGTACAGGGTGGGAGGACACGGTGAGACCCCTC 

AGCATGGTGACAGTGTCCCCGAAAGCAGCTCAGTCAGCAGAGGTGGCAGC 

AGGGGCCTAAGGGCCCTTGTGATGCTGACCCCAAGGACCAGGGGTATGAG 

GAGTGGATAAATGGGGGTGGCCCAGACAGGATCCATGGGAAAACAGGGCT 

GCCAGGTTCCCTGTAGGATCTGTGTCCCTGCATCCCTGACAGAATTCACA 

TGGACCACGGGGCTGCCGAGTCCCAACATCCCXGAAGGACCCACAGAAAT 

GGGAAGTGGATAAATGGGAACAAGCAGCAGATCAATGGGACTCAGTGACC 

CCAAACTCAGAGCTCTGTGACAGAAAAGCCCCATAACTCTGGTGGACATC 

CACACXGCACCCTAATCCCTGGGCAATGAAGGGATAGCAGCAGGGAACCA 

CTGTGTCCCTGTATCTCTGACCCCAAAGAATCCATGGAGATGGGGAArGG 

AT AAAT AGGGATGGCTCTGT AGAATC CGGGT CCCATTC C CCTCAAATAAT 

CCATGGGAATGGCACTGTTGGATGCATGGCCTTGAGTCCCTGXCCCTAAA 

AATCTGTAGGAATGACTCTGTGCTATGCACCTCCCCGTGTCCCTGTTAGG 

AT CCATGGGGAC AGCAGGCT GCC AGGTCCCCT GT ATGAT CCACAGCCCT A 

AAAGCAGCTTGGTCAACAAATGGGAGGGAACAGCGGGTCCCTAAAGAGCG 
CCAGGTCGCCATGTCCCTGTCCCCAAAGGACCCACAGGTACAAGGAACGA 
ATAAACAGAGACAAGGAGCACTCAGTGGGATACAACTGATGTCAGGTGCA 
GAGCCTTTGAACACAGAAGCCCCATCTCCCCATAGGATTCAGGTCCCCAT 
GCCCCTGTTGGAACCATGGGGACAGGGAGGCTGATGGATTCCCTGCAGGA 
CTGAGTTCCTGTGTCCCTGACCCCGAAGAATCGATGGGGACAGAGAGTAG FIGURE 10 

ATAAACAGCGATAGCCCTATAAGATCCAGGTCCCCGCGTCCCTGTCAGGA 

TCCGTGGGGACCGTGGGGCTGCCAGGTCCCCACGTCCCCGTCCCCAAGCA SUITE 48 
ATCGATCCACGGGGATGAGGAACACATAAACGAGGACAACCGGCATACAA 
ACGAGATCCAACCGGCCCCGGGTGGAGCACCGGGACGCGGCAGCCCCATA 
CCGCCGTCCCCGCAGCAACGCCATCCCCGGTTCATAACTGCCAACACCCC 
ACAGCCCCCCCCGGCCCCCATTCCTGCCCCTCATCACCTACTTGCTCTGG 
GGATTCACATTCTGCAGCATGCCGGCGGCTGCGTGCCCGGCCCTGGCTCC 
CGGCCTTCCTCCTCCACCTCCTCCTCCCGCCGCCGCCTCCTCCGACGTCC 
CCCCCACTTTGCCCACCGAGCAGCGCCCGTTAAGGCAGCGGCCCTCGGCC 
GGGCATGAGGCGGCGGCTCCGGCCGGGCCCCGCCGCGCGCCCTCACATCA 
GCGGAGAAAATGGCGGCGGGGCCTGGATGGAGAGGGGGGACCXTCCTGCT 
CTCCGCTGCGCACAGAACCCGCCGCGACGCCGCCGATATAGAGCCGGGAA 
AGCCGGTAGGAACCGGATAGATCCTCGGAAGGACGGTGTGAGGCGGATGG 
AAGGCGGACAGAGGGCGGATGGAGGCGGATGGTTCAGCGGGAGGGCTCCA 
TCTTGGCTCGTAGGCCCCGAAGAGGAATCGGTGCCGGCGGCCGCAGGCAG 
GGGTCGCTACGGAGGCCGGGGAGGGTCCGGTGGAGCCGTCCGGGAGCGCG 
AAGGCGGGGGCTGGGCCCGCCCGGTGGAGGATGGAGGCGGATTGGGGCCG 
CCCCCCAGCGCGCGCCGAGCCCGACCCGCACCGTCCCTTCGTCCCCACGA 
AATGGCGCCGCTCGGCCTGCCCCCGGCCGCCCTTATATAGACACCACCTG 
GGTGCTGATTGGTGGGTGGACGCGCTGACGTCAGCCACCCGCTTGCACCC 
GCCCTGCCGCTGCCTCATTGGACGGCGGTGCTCACCGCGCAGCGCTCCTC 
TTGGCCGCCCCGCACGCCACTCACCCGCGCCGCTCCCCCCCCGCCCTTCC 
GCCCGGTACTGCGACGGTCATTGGTCGGTGCTGCCATTCCCGGCGCGGCG 
ATTGGCCACCAw^GATCACGTGAGGGCGGCGCTGTTGGCTGTTGTTGTCG 
CGCGCGAAGGTGCAGAGGGAGGGGGAGGGCTAAGGCGGGCGTCGCCATTT 
TGTGTGGCGGCGGCCAACGGGCGCGGGCGTCCCGGGGGTTCGGACCCTCC 
GC CCAAAGGC ^ ^^pKftEE^^lSE "Sfi^t^^^S^i^BilT^ft^ir^ ftlfcSS?SSf^^ 



WO 99/27132 



PCT/FR98/02501 



86/110 
EXREV.txt 



GCTCGTGAGGCTCTCCCAGCCGACAGCGGCCATCGGGCAGCGGAGCCGCG 

GCGGTCCGCGAGCCGCGGGCTGAGCTGTGGTGAGGTAGTGAGCTGGGTCC 

CGGGGATCCTGAAGGGTCCTGAGGTAATCGCGGCCCTCAGCGCGGTCCCG 

GGGCCTTCAGTGCCACCCCACGGTGGTACTGGGGCCCTCAGACCGTCCCC 

TCCCCCACTGCCACGGCGATCCGGAGGGGGGGGGTCCGAGGCCGCCCCGT 

GTCTATTCGGAGGTGCTCTGTGCTCTTCTTCCCCACGGCAATTCTGGAGG 

GCT CAC AGCTACTC C AGAGCAGCC C C AT AACCGT CCTGGGGGCCT CACTA 

CCACCCTACAGCAACTCAGAGCCTCCCCCCACCCCCCCAAAAAAACAATC 

CTGGAATCCCCAAGGCCATCCCACACCAACGCTGAAGGTCTCAAAGCCCC 

CCCTCCCCCACACACACCGGTTCTAGGGTCCTCAGAACCACCCCACAGCA 

ATCCTGGGACGTTCCACAGCCCCrCCGTAGTAATCTTTTAGTTTCTCAAG 

GCCAACCCGTAGCACGGGGGGCCTCCGCTGCCTCCCCTCGTGGCAATCCT 

GGGGGGCTCAGTGCCACCTCACAGGAATTTCGGGTCGCTCAGAACCTCTG 

CAAAGCAATCCTGGGGTCCTCGAGGCCACCCCACACCGATCTCAGGGTGC 

TCAATGCCACCCCACAGCTGCCCCCGGGGCCGTCACAATCACCCCACACC 

AATCCTGAGAAACTCAGTGCCACCCCACAGCCAATCCCGGGGTGCCCCAT 

TGCCTCTCTAAAGCCTCCACCCCAATCCGGGGGTGTTCAATGCCACCCCA 

CAACCCCCCTCAAAGCACTCCTGGATACCCCACGGACACCCCAACGCCCT 

AAAACAAATCCCAGGGCGCTCAATGGAACCTCCCGCGCAACCTCGGGCTG 

CCCCACGCCCCCTCCAACTCAAGCACGACCCAGAGACCCCCCTTTTCTCC 

CAACCCCTCCGGCCCCACACGCCAAAGGCTCTCAAAGACCCCCCCCCAGC 

GATCCCGGACCCGAACAGGGCTTTGGGGTCCCCCCCACGGCGCTCCCGGT 

GCCGCCCCCCCCCGCCCCGTGACACAGCACTTTGGATCCCCGCGGGCCCT 

CCCCGCCGCCGCCCCCGCGCGAACACCCAAACATGGCGCTTTTCGCCCCA 

AAAGCGCCGGGCACAAAGCGGCGCCGCCCATTGGTCGTCTGCCCGCCGTC 

CTCGCTTCCCATTGGCCCCTTCGACGGCGGAGGGGCGGAACCAGATTTGA 

rGGACAGCTCATGCTCACGTGTCCTCCCCCCCCCCCGATTGGGTCTTTTT 

GGTTAAAAAAATAAAATAAAATCATAAAAAAAGGGCGAAGTrGCCCCATC FIGURE 10 

GTCACTCACCTGAGCCGCTCCCACGCAGGGCCACGACCCCCAACCCGATA 

TCATCCTCGCGTCGCCCCCTTAAAGCCCCGTTTTTGGGGCAAAAAATCAA 

AAAAAAC ATC C C AGGGC AGAAAAAGGAGC CAC GCGCTACGTCAGCTGCAC SUITE 49 

CGTGATTGGCCACCCGCCGTCACGTGACGGCCCCGCGCCACTCCGACGGC 

CCCATTCATGGAGCCCGGGCGGCTCCGCGGGGTCCTATCGCCGCTCCGGA 

GGGGGTGATGGCGCGCATGCGCAGTGCAGGGGGCATGTGGTGGGGGGAGG 

GAGGGGTGGGGCTGTGGGGATGCCCGGTGTTGCTGGGGGGCTGCTGTAGG 

GTTGCATGGCATTGCGAGGATGCAGCCATGAAGATTCACGGCATTGTAAG 

TGTGCATCTGTAGGGGCCCCTGGCATTGCAAGTGTGCACCTATGGGAGTG 

CCCGGCATTGCAAGGGT GC ACCTCTGGACGCGTTTGTCATTGCAAAGGGT 

GCAGCTGTGGTGGTGAATGGCATTGCAAGGGTGTATCTATGGGAGTGTAC 

AGCATTGCAAGGGCGCACCTATGGGTGTGCCTGGCATTGCATGCATGCAC 

GTGTGGGGATGTATGGCACTGGGGGGGTGCACCAGTGGGGGTGCTTGGGA 

TTGCAAGGGTGAGCCTATAGCAGTGCCTGGCATTGCAGGGTTGCACGCAG 

GGATGCGTACGGCATTGCAGGGGTGCAGCTGCCGGCATTGCAGAGGGCCG 

AACCCGCCCGTACGGTTGTGCAGCGCTTCCAGCTCGGAGGGCGCATTGCA 

GTGCGGTGCATTGCAGTGCGAGGAGCCACTGCTGCAGGGTGTACAGTGCA 

CGCCCCGAGGATGTCCCCTCGGCTCCAAACCCCAAAACCCCACGCTTATT 

ACCCCCCAAAAACATACTTTTACACACAAGACACATTTTTACCATCAAAC 

CTCACGCTTTTCCCCCAAAATCCCTCACAAAAACAAAATCCGCGCCGTGA 

TGAGACACCCCAGAGATCTACGGAGCCTACTCGTCCCCTGCTTCATTAAT 

TAGAGCTGCTTATTAATTGCTTGCGGGTGGCTCAGCGCCTATTACAGC GT 

CGGGGCTCCCCGCTAGTTTCTTCTATCTAGTAACAAGTGACGCAAGGTAA 

CTGCGGAGCGCGGCCATTGGTTGAGCCGCACGATCATCTCCTGTCACAGC 

GCTGGTGTTCCCCGCAGATCTGTTCTGCCTAGCAACCGATGACGCGTAAA 

GCCGCGAGGCACGGCCATTGGCTAAACTGGTTGCCGGTAGCAGAGGGATG 

GGGGCTGCGAG£g 6fi S^ 



WO 99/27132 



PCT/FR98/O2501 



87/110 
ElREV.txt 



CCTGGGGAGCGTCAGAGCCGGTAGGGGACGAGGGCGGGGGGCGGTATGGG 

TGGGCACGGGGTAGTGCCAGGGGTGTCCAAGATGTGTGCATGGGGAGTGC 

AAGGGGCT GTGCAAGGAGT GAAT GATGCACT GGGGC AAGGGGTGGGCATG 

CACTGGGGCAAGAAGTTGTGCAAGGGGTGTTTGTGCATTGATGCAAGGGG 

AGGATGAGCAGGACTGTGTTTGCATGCATGCAGGGGGTTGTGCATGGTGT 

GATTAGTGCATTAGTGCAGCGGGGTTGAGTGTGAGATGTGGAGTGTGTGC 

AGTTGTGAAAGGGTT GCCATGCACGAGCTGATGTGC GCTCAGTGAGCGTG 

CACGCAGCCTGCAGAGTGGGTACACCTGCAACGAGCATGCATGCAGCAGA 

TGTGTCCATGCACAGTGTGTGTGTGTGCCTGGTGTGTCCCCATGTCCCAC 

GCCCTGTCTGTGCCTGCAGAGCCATCGCTGCACACTCTGTCTGAGGTGCT 

CTTCTGCCAGCCGGACACGCCGTCGCTGGGGCTGTCAGTGGCCTTCGACT 

CAGAGCAGCTCTTCTCATTCGATGTCCCCAACTCGCAGTGGCTGCCGCAG 

CTCCCCGATGGCCCCTCGTGGCCCGCAGACATCGAGCAGCCCCACGAGCT 

GCTGCACGACGCCGCGCTGTGCCGTGAGCTGCTCGATTTGCTCACCAGAA 

TCGCCACCGGGCCAAACCCAATGCCTGAAGCCAAGGGTGGGTGCTGCTGT 

CCCCGCTATGACCCCACTGATGGGTCCCCAGCCGTGTGTTCCCAGTGATG 

CTGACCCCAATGGACATCCCCAGTTGATGCATCCCCATTGATGCATCCCC 

CACAGACATCCCCATTGATGCTGTCCCCATTGATGTGTTCTCAGTGGATA 

TCCCCAATTGATCCTGTTCCCAATGATGCTGTCCCCAATGGACATCCCCA 

TTGATGCTGXCCTTGTTGAAGTTGTCTCGATTGATGCATTCCCATTGATG 

TGTTCCCAATGGACATCCCCAGCTGATGCTGTTCCCACTGATCCTGTCCC 

CATTGATGCATCCCCAATTGGTTTATrCCCCATTGATTTATTCCCCATGG 

ATGTCCCCACTGATGCTATCCCCAGTAATGCTGTCCCCACTGATGCTGTC 

CCCAATGATCCTGTCCCCAGTGATGTGTGTTCCTAATGGACATCCCAACT 

GATGCTATCCCCAACGATGTGTCCTCACTGATGTGTCCCCAGTCCATGTG 

GTTCCCAGTGATGTGTCCCCAACAATATGACCTCACTGATGTCTCCCCAG 

TTGATGCAATCCCCAATGATGCATCCCCAACAATGCATTCCCAATGATAT 

TTCCTCAATATGATGCTGTCCCCAATGATGCATTCCCCATTAACGCACTC 

CCACCGACGCATTCCCACCGATGTGTCCCCACTGATGCGTCCCCACTGAT FIGURE 10 

GTGTCCCCACTGATGTCCCCCCCCACAGGCATCCCGGTGGCCGACGTCTT 

CCTGCAGCAGCCTCTGCAGCTCGGCTACCCCAACACTCTGATCTGTATGG 

TGGGCAACATCTTCCCCCCAGCCATCACTATCAGCTGGCAGCGGGATGGC SUITE 50 

ATCCCCGTCACCGATGGCGTCACCCACCTCACCTACACCCCCACCGAGGA 

CCTGGGCTTCATGCGCTTCTCCTACCTGGCGGTGACACCGCACTCTGGTG 

ACATCTATGCCTGCATTGTCACCCGCGAGAGGGACAACATCTCTGTGGTG 

GCTTACTGGGGTGAGTGGGGATGTGGGGGTCATGCTTTGTGTCCCCGCAG 

CGGTGGCTGATGGGGGCGGGTGGTGGGAGCAATGCTTTGTGTCCCTGCAG 

TGCCACAGGACCCCAXCCCTTCGGACGTGTTGGCCACGGCGGTGTGCGGC 

GCAGTGACGGCGCTGGGCATCCTGCTGGCACTGCTGGGTTTGGGGCTGCT 

GCTGTCCGCCCGCCGGCGCAGTATGTGGGGACAATGGAGACAGCAGGGAC 

ACCCGCCCCGTACTCACTGATGTCCCCCATAAGTTGATCCCTCGGTGTGG 

GAACGGTGATGGTGATGTAATTAAAGCCCTTCATTTGCAGCGCGGTGTCC 

TTGTTTGTCCCCACTCCGGGAAGGGTGGCAATTAATGGGGTTGGGCATTG 

TCCCCATGGCCCCAGGTGGCAAAGTCTGATCCCATTGCACCGCCCATGGG 

GTGACGTGAGGAGGAGGAGGAGGAGGAGGAGAAGGAGTAGGAGGAGG7GA 

AGGTGGCACGGAGGGGATGAAGGCAGCAGTGCTCCTGATGGGGCCAAGGG 

GTTTCAGGGTGCTGGGGGCGATGGGGCTGGTGCTGAGCTGCGGGACAGCA 

GGTAGGATGTGGGGAAGTGTGGGGTTTTTGGGGTGAAGCATGGGGGTTTT 

AGGGTGCAACATGGGCTTTCTGGGGTGCAACATGTGGGTTTGGGGGTGCA 

GCATGGGGGTTTTAGGGATGCAGTGTGAGTTTTTAGGGTGCAAAATGGAG 

TTTTTGGGGTGCAACGTGGGTTTGGGGGTGCAGTATAAGTTTTTAGGGTG 

CAACATGGGGTTTTATGGTACAGCGGGGGCTTTGGAGTGCAGCATGGGGT 

GCTGCATGTATGCATAGTGCACAACATGGGGTTCTTGGTGTGCAGTGTGA 

GTTTTTAGGGTACAGAG?gB8d^^Be«^^ 

GTGCAGAATGAATTATTAGGGTACAACATGGGGTTTTAGGGTGCGGCACA 



WO 99/27132 



PCT/FR98/02501 



88/110 
ElREV.txt 



GGGCTTTGGGGCACAGCCCCAGTGCTGTGCCCTCCCCATGCCCCCAACGC 

AGGCGCCTTCGTGGTGCACATGGCCAGCTCCTGCCCACTGCTGGCCAATG 

GCTCCCTGGGCAGCTTCGACCTCACCATGGCCTTCAACAAGAACCCTCTG 

CTGTGCTACGACCCCGACGTCCACCGCTTCTACCCTTGCGATTGGGGGCT 

GCTGCACACCGTTGCCACTTTGCTCGCCGCCATCCTAAATGATGATACCA 

CATGGGTGCAGCGTGCAGAGGCACGCAGGCAGGCGTGCACTGAGCTGGCT 

GGACAGTTCTGGACACACACAGCACTGCGCAGGAGTGAGCACCGCTGCAT 

GCAAGTGGAGCATTGCAAACACGGGACGTTGCATGGGGGTGTTGCATGGG 

GGTGTTGCAATGGGGTGATGCACAGCCGGTCATTGCATGAGACGCTGCAC 

GGGGATGTTGCAAAGGGAACTGCATGGGGACATCGCACAGCAGGTTGAAX 

GGGATGTTGCATGGGGACTTTGCAAGGGAACTTTGCACAGAGCATTGCAG 

GGGATCC AC GC AAGGAATTTGCATAGGGAATGC ACAGAGATGTTGCCT GG 

GAATGCTGCATGGGGTCATTGCATGAGGAACTGAGAGAGACATTGCACAA 

GGAAATGCAAAGGGGCATCACTAGGGGACATGGCATGGGGCATTCTAGGG 

AGCATTGCATGGGGACATTGCAAAGGGAATGCAAAGGGACATTGCATGGG 

GACATTGCAAACAAATTGAGTGGGAGATTGCACCGGGATGTTGCATGGGG 

ACATTGCATGGAATGTCCCACCAACCACCCTGCAGGGTGACACTGGGACC 

ATCCCCAGCTCTGACCATCCCCCCTTTGCTGCAGCACCACCCCAGGTCCG 

CATCGTCCCCATCCCCATCTCCAACGACCCCGACACCGTCCACCTCATCT 

GCCATGTTTGGGGCTTCTACCCACCCGCAGTGACCATCCAGTGGCTGCAC 

AACGGCCTCGTGGTGGCCTCAGGTGACACCAAACTGCTGCCCAACGGGGA 

CTGGACCTACAGGACACAGGTGGCCCTGAGGGCCAGCACTGCAGCAGGGA 

GCACCTAC AC ATGCTC AGTGT GGGACTCC AGC CTGGAGGAGCCGCTGCAG 

GAGGACTGGAGTGAGTTTGGGGATGGGGATGTGGCACCCACACCCCACAG 

TCCCCCACGGCTCATTGTGCCCACGCTGTCCCCACAGGTCCCAATTTGTC 

CCCGGCGATGATGGTGAAGGTGGCAGTGGCGGCCATGGCGCTGACGTTGG 

GGTTGGTGGCACTCAGCGCCGGGGTTTTCAGCTTCTGTCAGCGGCCACGG FIGURE 10 

GGTGAGGGATGGGGAXGTGGTGCTGGGGACATGTGTGACACCGAGGGTCT 

GGTGTCCAGTGTGGGGTGTACCTCCTCATTCATCATCTTCTGTGTGGCAG 

CTCCTGGCGCTGGTCCCAGTCCCCGTCCTGATGCGGGTTCTCACTCCAAT SUITE 51 

CCTGGTCCCCAAAATGATCCCGGTCCAAGTTCTGGTCCCCATCCCAGTCC 

TGGTCCCCATTCTGGTCTTGGTCCTGGTCCTGGTTCTGCTCCTGGTCCCT 

ATCCCTGACTCTGGTCCCGGTCCCCATCCCGATGCCAGTCCCAGTCCTGG 

TCCCCATCCTGGTCCTGCTCCTTGGTTTGGGGACCTCAATGACTGGAACT 

CCCATGTCCCAACATGGGGACCCACAGTTTGGGGTGAGGGGCTCTCACCC 

CCCAATAAAACCATCTGCAGCCCCAACCTCGCTCCAATTCTTCGTTCCCA 

CGTTGGGTGGGTCGGGCTCCCAGTGCTCCCAGTGCTCCCAGCCGTCTATG 

TCCCGTAAGCGTCGGCTCCACTGCATTCTGCTCCGGAAACAGATGACGCT 

ACCACGGCGCCGCCTCTGATTGGCTGCTCCGTGCCCTCTCTCCGTCCCAC 

GTCCGTGAAGGGGGGGATGTGGGGTGGAGGGAGCTGAGGGGCCGCCCCCT 

TCCCCCCCCCGCl'CCCCCCTCCGCGATGTrGGTGCTATTGGGGCTGCTGC 

TGGGAGCGCGGGGGGCAGGTGGGGGTTTGGGGTTGGGGTGTTTGGGGGGT 

CTCTGCCTAATGAAACTCTGGGGGGGGGGGACGTGGGGGTCTCTGCTTTA 

TGGGACTGTGTGGGCGGGCTTGAAGGGGCTCTGCTTTACGGCGCTGGGTG 

TGGGTTCTGGGAAGACTGTGCTCTATGGGATCATGGTAGGGGCTTGGGGG 

GGCTCTGCTTAATGGCACTGTGTGGAGGGACATTGGGGGTCTCAGCCTTA 

TAGGACGTTGGGGATGATTTGTGGGGGTCTCAGCCTTTGCAATATTGAGG 

ACACTCTGGGTGGTGGTCTGAGCCCTTAGGGCCCCCAGGGAGGGCTTTAG 

GGrGGGCTCAGCCTTTTGGGATACTGGGGTCCTTTTGAGGGGAGGGTCTC 

AACTTTATGGGATGTTGCAAAGAGTTTGGAGGGGGTCTCAGCTCTGAGGG 

ATATTGGGGACAATTCGGGGGATCTCAGCCCTTTGGAACTCAATGGAGGA 

TTTTGGAGTGATGCTGAGGACTCAGCCTTTTGGGTTGCTGGGTATGATTT 

GGGGATGCTCAGCCTTATGGAATGGTGGGGACACTTTGTGGGGAGCTCAG 

CTCTGTGGGATATTGGGGCCACTTTGGGGGAGTCTCAACCTTTAGGACTC 

CCAGGGAGGG(J?EUILE6W(RE»PEA®aW 
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GATGTTATGTCCCCATGGGGACCTCTGGGGGCTCCAAATGGGGATGAGGT 

CGCTGCCAGCACTGCCATCTCCCCTCTGTCCCCCCAATGCAGGXGCCTTC 

AT GGTGC AT GTGGCCAACTCCTGCTCACTGGCAGCCAATGGCTCTCTGCG 

GGGCTTCGACCTCACCGTGGCCTTCAACAAGAACCCTCTGGTGTGCTACG 

ACCCCGATGGCCACCTCTTCAACGCCTGCGACTGGGGGCTGCTGCACGGC 

GTGGCTGGACAGATTGCCATTGCCCTCAACAATGACAGCACCTGGGTGGA 

GCGTGCAGAGGCACGGAGACGGGCGTGCAGCAAACTGGCTGCACAGTTCT 

GGGCACAGACGGCGCTGCGCAGGAGTGAGCATTGCAAATGGGGCTGTTGC 

ACGGGGCGTTGCGTGGGGATGATGTTGCATGGGGCATTGCATGGAGATGA 

TGTTGCATGGGGTGTTGCATGGGGACATTGCATGGGGCATTGCATGAAGA 

TGGTGCTGCATAGGGCGTCGGATGGGGATGTTGCATGAAGATGTGTAGCA 

ATGATGCATGGGGCATTCCATGGGGACGCTGCATGAGGGTGTTGTTTAGC 

AATGATGCATGGGGTGCTGCATGGGGATGTTGCATGGAGATATTGCATGG 

GGCATTGCATGGGGTTGATCCATGCAGCGTTACATGGGGTTCTCAAGCAG 

GGGGATGTTGCATGGAAAAGTTGCATGGAAAATTGCACAGAGGTGTTGCA 

AAGCATATGCATGGGGATGTTGTATGGAGGATTGGACGGTGGCTTTGAAG 

AACATTCTGCATGGGGCATTGCTTAAGGGTCCCAAGCATGGGGATGCTGC 

AAGGAAATGCTGCTGCTTGGTGGCCTTGCAGAGTGTGTTGCATGGAGTTT 

GCTTCAAGGAGATGTTGCATGGCATATCATCTGCAGTTTTGCAGAGCACA 

TTGCATTGCACATTGCACACTGCACAGAGCAGTGCACTGGGCATCTCCCA 

GCGTGTGGCACAACGCTGTTGCAAAGGACATCCCACGAGGTGTTGCAGCA 

AACAATGCGCAGAGCTTGCACAGAACGTGGGATATCCCATGGGGATGTGG 

C AC AGAGCATTGCGTGGGGAAT CCT AC AGGGAAGTGAGAT GGGGAAGTT G 

CACAGAGCGTTGCAAGGGGTATTGCACAGAGGGAACTTGCAGAGAATGGG 

GCAGGAACCGTCCCCATCCCCTGCTGCTCACCATCCCTGTCCCCACTCCA 

GCTCAGCCCCAGGTCCGCATCGTCCCCGCACAGACAGGGAACCCCAGCGT 

GCCCATCCGCCTCACCTGCCACGTGTGGGGCTTCTACCCCCCCGAGGTGA 

CCATCATCTGGCTGCACAATGGGGACATCGTGGGACCTGGAGACCACTCA 

CCC ATGTTT GCCAT CCCC AATGGGAACT GGAC CTACCAGACACAGGTGGC 

CCTCTCGGTGGCCCCAGAGGTGGGGGACACCTACACGTGCTCGGTGCAGC FIGURE 10 

ATGCTAGCTTGGAGGAGCCCCTCCTGGAGGACTGGCGTGAGTTGGGATCA 

AGGGGGTGACACAGGGACAGCGGTGTCCCTGCTGTGTCACTGCTGGCTGT 

GTCCCTGCAGGTCCTGGGCTGACGCTGGAGGTGACGCTGATGGTGGCTGT SUITE 52 

GGCCACTGTAGTGATGGTGTTGGGGCTCAGCTTGCTCTTCATTGGTGTCT 

ACTGCTGGCGGGCCCAACCCCCTGCCCCAGGTGGGTGCTTGAGAGGGACC 

CTATGGGGCTCCATGGACCTCTAAGGGGTCTCTGTCTGGTTCCTATGGGT 

CTCTGGGTTGCTGTGAATCTTTCTTTTCTCTGTGGGTCCGTCTGGGGTAT 

CTGTTGATCCCTATGGGTTGCTGTGGGGCCTCTGTGGGTCTCTATGGGTC 

CTTCTGTTGGCCTCTGTGAGGTCTCTATTTGTCTCTATGCATCCCTTTGG 

ATCTCTATGGGGTCTCTGCGGGTCATTACGTGTCTCTATGGGATGTGACC 

ATTTTT GAC AAGAAC CCC ACT C ACCCCTCC TATT CC CCC AACAGGTTACG 

CCCCGCTTCCCGGTCACAACTACCCTTCAGGTAACAGTGTCCCCAAACTG 

TCCCTGTCCC C ATT GC CATC AAT GAGGGCT GAGTGACCC CATCT CTC ACC 

CCATGTCCCTGCAGGCAGCATCTGATGGACACCTTCTGTCACCAACTGTC 

CCTGCGTGTCCCCATCCCTGACTCTGCGCCGTGGTGCTGACATTAAAGAC 

ACTCTGCAGCCTCTGTTGGTGTCTCTGTGGGCTTTTGGGGTGGGGTGGTG 

TCACCGGGGAGAGGTTGGGTTGGGGTCATTGCATCCATGATGGTGATGGT 

GATTGACATTGTGCACAGGGAGATGTCCAGGCGCCTGTGGGGTCTGTGTT 

TTAGGGCCAGTTCTGCTCAGTGCCTCCGTAAGTGATCTGGATAGGTCGTC 

AGTCATCCTAATTAAGGAGGGGACAACAGTGAATGGGGAGGAGCCGATGA 

CTCAGGCTGGGAGTGGTGATCCCAGAGGTTTCCTCTGCTGTCAGTGACTC 

CGTGCTTTCGCTTTCGCTTCACAACCTGAGGGAGCGCATTCTGCCTGGCG 

CCC GATGAC GT C AC AT AAAC C CC CG ACT GC CATTGGC GGAGAGGCGACG G 
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GGGCCGTGCGGGGCGCTGGGCCTGGGGCTGCTGCTCGCCGCCGTGTGCGG 

GGCGGCGGCCGGTGAGTGCGGCCGGACCGGGACCCCTCCCCGCCCGTAAC 

CCCACCCCGGGGCTGTGCCCGTGGGATCCTCAGACCCCCACCCGCGGCTC 

ACGGCCTCGCTGCGCTCCGCCCCCGCAGAGCTCCATTCCCTGCGGTACGT 

CCATACGGCGATGACGGATCCCGGCCCCGGGCTGCCGTGGTTCGTGGACG 

TGGGGTACGTGGACGGGGAACTCTTCGTGCACTACAACAGCACCGCGCGG 

AGGTACGTGCCCCGCACCGAGTGGATGGCGGCCAACACGGACCAGCAGTA 

CTGGGATGGACAGACGCAGATCGGACAGGGCAATGAGCGGAGTGTGGAAG 

TGAGCTTGAACACACTGCAGGAACGATACAACCAGACCGGCGGTGAGCAC 

GGCCGGGGCCGCGGCTCCGTGGGTGTGGGATGGGCTCCATGGCGCAGTGC 

CGCCCACACCCCCCAGGCCTGGCCCTGCCCGGCGGCACCGTCCCGGGGCT 

GCCCGTCACAGCCCCACCGCGCTCGGGGTGCCGCGTCCCGGGGGGACCCC 

AACCCATCCCCGCTGCAGTGGGAGCCCCGGAGCCGGAGGGGCCCCTCACC 

CCCTGCCCGGCTGTGTTTCAGGGTCTCACACGGTGCAGCTGATGTACGGC 

TGTGACATCCTCGAGGAT GGCAC CAT C CGGGGGT ATCATC AGAC AGCCTA 

CGATGGGAGAGACTTCATTGCCTTCGACAAAGGCACGATGACGTTCACTG 

CGGC AGTTC CAGAGGC AGTTCC C AC CAAGAGGAAATGGGAGGAAGGAGGT 

GTTGCTGAGAGGTGGAAGAGTTACCTGGAGGAAACCTGCGTGGAGGGGCT 

GCGGAGATATGTGGAATACGGGAAGGCTGAGCTGGGCAGGAGAGGTGAGC 

GGGGTCGGGGTGGGGGGGGGGGGGGGCGGACGCAGTGTGGGGCTGGACGT 

GGGGCGGGGGCTCATCGTGGGGAGCTCAGCCCGGCCCTCACTGCCGCCCA 

CCCACAGAGCGGCCTGAGGTGCGAGTGTGGGGGAAGGAGGCTGACGGGAT 

CCTGACCTTGTCCTGCCGCGCTCACGGCTTCTACCCGCGGCCCATCGCCG 

TCAGCTGGCTGAAGGACGGCGCGGTGCGGGGCCAGGACGCCCAGTCGGGG 

GGCATCGTGCCCAACGGCGACGGCACCTACCACACCTGGGTCACCATCGA 

TGCGCAGCCGGGGGACGGGGACAAGTACCAGTGCCGCGTGGAGCACGCCA 

GCCTGCCCCAGCCCGGCCTCTACTCGTGGGGTGAGTGAGGGGATGTGGGG 

CTGGGGGGCTGCGGGCTGCCCCTTCCCCTGCXGATGGCCCCGCTCTCCCC VT rmv 1 ft 

CAGAGCCGCCACAGCCCAACCTGGTGCCCATCGTGGCGGGGGTGGCCGTC IT^ZT^Z 

GCCATTGTGGCCATCGCCATCGTGGTTGGTGTrGGATTCATCATCTACAG SUITE 53 

ACGCCACGCAGGTAAAAGCAGAGGGGTGCAGGCGGGCAGTGGGGGCTGTA 

GGGGGATCTGGGTCCCCCTTGGGAGCCCCCAACCTGGCTGTGArGTGAAC 

CTGTGATGAAGCATCTCTCTGTCTGCAGGGAAGAAGGGGAAGGGCTACAA 

CATCGCGCCCGGTGAGTGATGAGGGCAGCGCTGTCCCCCACCTCTGCCCA 

GTGCCAGGGTGGTCCTGGGGTCCCTGCTTTCTCCCAAGGTACCCATTCCT 

GGTGCTTGGGGCTGCTCCATGCCCCATAGGGAGCACAGGGCTGGATCTCA 

CAGCXGTTCCTCCCTTATAGACAGGGAAGGTGGATCCAGCAGCTCGAGCA 

CAGGTGCGGTGTGGGGCTGTGGGTTGGGAGGGGTCCGTGTGCTCTCTGTG 

GTACTGCCCAGGGCTGGGCTATGCTGGGGCTCTGCGGGGAGACCCCCGGA 

GCAGAGGGTTGGGATGTGAACCTGGCCCCGTGGGACATCATCCCTTCTCA 

TCCCCACAGGGAGCAACCCCGCCATCTGAGTGCTGTGCTTCAGCCTGCAA 

GGAGCCAACAGTCCACACCAGCATTTGGGGTCGGTGATGGACACAGCCCC 

ATCCTCCTGACCTCTCACATCTCATTCTGCTTCCTATGCTGACTGTTATG 

CTTTGCCTGCACTGCTTCCTGTGAAATAAAATGATGGGCCATTCTGTGCT 

CAGCTTGCCTGCATTCTGCACTGTGCTGTGGTTGGGGATGGGGTGGGTGA 

GAGGACCGTGTCCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGC 

TGAGTACCCACAGCCCTCCCCCCCTATCTGCCTGCTGCTCACTCCCCCTT 

CTGTACCCCCATCCCTTCTCACCTCTCCTCTGTGACCCCATGCTGGTGGT 

TGCTTGCTCCCTGTCCTGGCAGAACTCTCATTTTCCCAATGGCATCCCTG 

GGTGTTGGGATGTGGTCXCCTTGGTCCTCCCCCCAGCAGTCACTGCACAT 

ATCCACCCCACTTCCCCCCCAGGTTGTrGTCCCACAGCACTCCTATTTCC 

CTCTCCCCCCCCCCCCCCCCCCCCCCGCCCATCCAGCTGCCTCTGCAATC 

CTCACCCTTGCCCACACACAACTTTGCGCACTCCACCTCCCTCATCCCGC 

CCTTCCCCCAGCTCTCCTGTCCCrGCTGGCCCCCCTCCCCCCCCCCCATT 



WO 99/27132 



PCT/FR93/025O1 



91/110 
ElREV.txt 



CCTGGTTTATTTCCCCCCGATTTGTTGTTGTTGGGGGCTCCGCTCTTCAC 

CCTGGGGGGAAGGGGCTCTGGGGGTCCCTCATTCTCCCTGCACTTCTTAC 

AGCACCGGGACTCCCGCGCTGAGATCCCATCACACCCGGGTACAAACATG 

CGGCTTTATTCCCAGTTCTGTGTCCCACCCCCGGCCCTGGTGGCACTCAG 

TGGCACCGCAGTCCATGCAGTGGCCGTTGTGTGTCGTACAGCAGCGGTAC 

CGCAGCGCGCCCGGCTCGGCATCCATGTGCCCACGGCACAGCTCTTGTGG 

TCCCTTGTCGCTGCCCCGGTGTCCCCACCTCCACCCTCAGTGTCCCCAAC 

GCGCAGTGTCCCCATCCCACATCTCACCACCCCCTGCCCTCCCCATCCAT 

AACTCCCGCTATCCCTCTGTCCCCCTCCCCCGGrGCTCCCTGTTGTCCCC 

AGTCCCGCAGAAGGCTGCCGGGGCGCAGCACCTCGTGGGGGGGTCCCTCC 

TGCCGCACCTCTCCCCCCTCCAGCACCACCACCCGCTCTGCCCGCGCCGC 

CAGGGCTGCCCGCCCCGTCACCATCAGCACTGCACGCCCCGACCCTTTGG 

CTGCGAGGATCTCCTGCTCCACCTGTGGGAGGAGAAACGGTCAGGGGGAT 

GTCCTCAGCCACTGCCAGGGACCGAGGGACACCAGGAGTGGAGATAAGGG 

GACACCAGAACAGGGGACCATGGGGACCTAGGCGTGCAATCTGAGGGAAC 

ACAGGGCTCAGGGGGATGTGGGGACACGGGGACGTGGGGGACATCCCACC 

TGCTGCTGGCTCTCAGTGTCCAGGGCGCTGGTGTGCTCGTCGAGTATGAG 

GATGCGGGGGT CCC GC AGC AGCGC ACGGGC AATGGCCAC CGCCT GCC GCT 

GCCCCCCGGAGAGCTGTCCTCCCAACTCGCCCACCXCTGCGGGGACAGCG 

GGGTCAGGCTGGGAGGGGACCATGGAGGGGACCCGGAACAGAGAGGGGAC 

AGCTT ACCTGT GTCGTAGCCTTGGGGC AGGCGAGTGATGAAGTC GTGAGC 

ACCCACCTGGCGGGCGGCCGCTGTCACCTGCGCCCGGCTGCAGCCCCCCA 

ACCCATAGGAGATGTTGGCGTGGAGTGAGCGGGCAAAGAGCAGCGGCTCC 

TGGGGGACGACGGCCACCTGCAGTGGGGGGGACAGCTGGGGACATGGGCA 

CGTGGCAGTGGAGGCGGTGGGGATGGCTGGGGATGTGTCAGGGACATCTG 

GGGACATGGTGGGATGGTTGGGGACACAAGGATGGTTGGGGACTTGGCCG 

GGACACTGCAGGGGACACAGTGGTGATATGGCAGAGACATCAGGGTGTGT FIrTJRE 10 

GGTGAT GGCT GGGGACC CAGATATCTGGTGACTCAATGAGGATGGCT GCT B±WRa xv 

GATAT GC AAGAAC ACAGGGGGAC AACC AGGAGCC AT GGGGACAT GTGGCT - 

GCTCACCTGGCGGCACAGGTAGGAGTGCTGGTAGGCGGGGAGGGGGTGGC SUITE 54 

CAT CC AGC AGCAGGCGT CCGGCC GTGGGCTGGTGC AGGCGGGAC ACGAGG 

GCCACCAGAGTGCTCTTCCCTGCGCCCGGGGGTCCCAGCAGTGCCAGCAC 

CTCCCCGGGGCGCAGCTCCAGTGATACGCCCTGGGGACACGGATGTCACA 

CCCATGGTGTCCCTGTACCCACACCTCCATAGTCCCACGGCCTTCCTGCT 

GTGTCCTTCTGTCCCTGTTCCCCCCCGACCCTTTGTTTTGTTCCCACACC 

TTTGGTACCACATCTACATTCCCATGCCCTCCCCACCATGTCTCTGTGTC 

ACTCATCATGTCCCAGTGCCACAAACCCACCATGTGCCATGTCCCCGCGC 

CCTCAATACCATGATCTCATGTCCCTCTCCAGTGTCCCCATACCACCCCC 

TCCATGTATCTCCTTGTTTCATATCCTCACACCCTGTCCATCACATCCAT 

GTCCCTGAATCACCCCACTGTGCTCCCACACCTGTCACGCTGTCCCACCA 

CACCCCCGTGTCCCCTGGCTGTGTCTCTGTGCCCACCTTGAGGACGGGTT 

CCTGGCGCCCAGGGTAGGAGAACCAGACATCCTCCAGCTGAAGGTGGCCC 

TGCAGGTCAGCGGGTGCCATTGTCCCTGAGGGTGCGACCTGTGGCTCCCG 

GTCCAGGAACTCAAAGATCTTCTCCGAAGAGCCCACAGCCTTCATCAGTG 

TGGGGAAGTAGTCGAGCAGGACCTGGGGACAGCGTAGTGACGTGGCCAGG 

AGGGCAAGGGCATGTGGCATGGTGACATGGGGACGCAGAGGACACAGTGG 

GATTGGCATAGGGACAGGACGGGGTAGGTATGGGGACAGAGGAGGTGACA 

CAGGGATGTGGCAGGGGTCACAGAGGGTTAGACGTGGGGACACAGGGACA 

T GG AT GGGC AT GGGGAC ACACTGCGATT GGCCT GGAGAC ACAGC AGGGAG 

GAT GT AGGAAC ACAGGGACACTGTGAC AC ACT GT GACTGTGGC AGGGAGA 

CAT GGGGAC AT GCGGAT AT GGGC AT CCTCTCAGGCTCACCTCCAGGACAT 

CAGTGAACTGTATCTGGTAGAGGAGGAAGGTGACGAGGTCCCCAGTGCTG 

ACGGTCCCCGCGGCCACCAGCTGCCCCCCATAGTAGAGGATCCCCATCTT 

CAGGGCCAGGGCTGAGAACTGAGGATGCCATGM 

TCCCCCTGGcfia**^ 



WO 99/27132 



PCT/FR98/02S0I 



92/110 
ElREV.txt 



GXCAATGXCCCCCCXGXCCCAGXGXCCCACAGCXGTGCTAXCXCTGXGCX 

ATGXCCCCXCAXGCCATCATGXXCCCAGXGTCCXGGAGCCCCCATGCCGC 

CCCATTCCCACGTCACTGCATCCTCCTGCCCCAGAGCCCCTGAACTGTTG 

TGCCTGCTACATCCTGATGTCCCCATGCCATCAAATCTATGTCCCACAGT 

CCCCATGCCATCATATXCCCATGACCTGCCATCTCCACACCATTATGGCC 

XCCAGCCCGXXGGCAXXCXGXCCCCAXCXCCXGACAXCXCAATXACATCA 

CGTCTCCACATCTCCCAGCCCTATCCCACCATGTCCCCATGCCCCCCAGT 

CCTATCCTATCATGTCCCCACATCCCCCAGCCCCATCCCATCACGTCCCC 

AXGCXAXXGAGCCACCCCAXCCCAXACACCACXGGTCCAGAGAGAGGCAG 

TGXAGAGGGCCACAXCCXXCXXCXCCAGGCGGXGGCXCXGCXGCAGGCGC 

TGCCGGTAGTGTGCAGCCGCCCCATCCTCATTGGCAAAGCTTCGCACAGT 

GGCCATGGCCXGGAAGGXCXCCACXGCCACCXCGCTGGCCCGGGCCXGCG 

CCXXCXGCAXCXGXGGXGCCAGGGCCTGGGGACAGCAGXGXCAXTGCAGG 

GCGGGXGGGAAGGGAAXGGGGGCXGGGGAGGGGACAGTGCAXGXAXGGAG 

GGAACAAAGAACACGTGGAGGGGATGGAGGGGACATAAAGGGGACGGTGG 

GCAXGXGGAGGXGACAGXGGGGGCAXGCAGAGAACAGAACCCAXGXGGAA 

GGGAXAATGGXCACACATAGGGAAXAATGAGCACATGGCACGGATGGXGG 

ACGCATGGAAGGGGCATGGGGCACGTGGAGGGACAGCGGXCACACAGAGG 

GGACAACAGCAGGAGGAXGGXGGGXACAXGGAGGGGACAGXGGGCACAXG 

GATAGGGCAATGAGTACATGGTGGTGACACTGGGCACATGGAGGGGACCA 

GAGGCACATGGAGGGGACCAAAGGCACATGGAGGTGCAGACAGCAGCCCA 

XACCXGCCGGAAGTGCCCCACAGCCCTGGGCAGXGCCAGCAGCAGXGGCA 

GCGCCAGCGCGGTGAGCAGCGCCATGCGCGGGGACAGCCAGGCCATGGTG 

GCGAAGAGGC AG AGGC CACGT GCC AGATACC AC AGC AGGAGGCTCAGCGC 

CTCACCCAGCGCCTCGCGCACGTCCTCCGCATCCCGCGTCACCCGCATGG 

CCACATCCCCTGCCGGGTGACAGCGCCGTCAGTGCCACCCCTGTCCCTTA 

XCCCCGXGTCCCCXCCCAGCCCGGXGCCCCXCACCGGCCCCGTCGGCGCG 

CAGCXCGGXGAXGCXCXGCCGCAGGACGGCGGCGAAGACGCGGCGCXGGA FTrTm 

GGCGGCXCTGCGXGCGGCXCAGXGXCCCCACGAAGGXCACAXCACACACC * xtjtUK£ > 11 

AGCTCAGXGACAGCGCXGXGACGGCAGTGGGGXGTCAGGGGGXCCCGCGC 

XGCCCCCXGCCCGCACCGCGXCCCCCCTAXGCCAGTACCXGCXGAGGCCC SUITE 55 

AGCAGCACCATGGGCAGGATGGCXGCCAGCXCAXCCXCGCGGGCCACCCA 

GTCGCXGGCXCGCCCCAXGXAGXAGGGCACGGCCATCXCGCCXGXCACCA 

CAGCAGGGXCAGGGCAXGGGGGACCCCCCCGAGGAAXGGXGCCCCAGGAG 

XTCXGXGCTGCACCCCCAGXXXGGXGCTGCACCCCCAAAGCXCAGAGGXG 

AACCXCCGAAGCTCAXXGXXGCCCXCCAGXXGGCXGCAGCCCCCCACCCC 

ACCGCAAACCCAXCXXCAXTCCCATXCAAXCACCGCCCCCACCCCAACCC 

GACCCCAATTCXAXCXCCATCCCCATCCCXACCCCACCCCAACCCCATXX 

CTATXCCXATCCCAXXXCXACCCCACCCCAATCCAACCCCAGXCCCATCX 

CCAXCCACACXCCAXCACATXCCCAXTCCCACCCTGXCXXCAATCCCCAX 

XCCAXCTCCATCCCAAACXCAGCCCCAGXXCCCAXTXCXCXCCCCAXCCC 

CACCCCATCCTACCCAGTCCCAAXCCCAGTXCCAAACCCACAXCAXXACC 

ATTCCATCCCAACCCCATTCCCAGXGCCCAGCCXAXACCCAXCCXXACCC 

CCACCCCAAXCCCCAXCCCAXXCCCCAXCCCAXXCCACGGCXACXXCCAX 

CCCCAAXCCCATXCCAXCCGGXXCCCAAXCCCATCCCCAXCCCXACCCXX 

ATCCCCAGCCCCACCACAACCCCAXCCXCATTCAAAXCCCAACCCCACXC 

CGAXCCCACXCCCACXCCCCCCGCCCCGXACCCAGCGCCGAAGCCGCCAX 

CAGACCCATCACCGCGGCGCAGCGCCGGCGCXCCGGGCXCAGCGAGAGGA 

GGAGGCGGCGACCCGCGCCCAXCXXCCCCAXCGCGGCCCCGATCCCCCXC 

CGGCCCGATCCCAAXGCCCGGCAGCGGCCGGAGCXXCXCGGAAACGAGAG 

CGXCXCTCAXTGGCXGAGGCGGXGCAGCAGCGACGCXGCXCATXGGXCGA 

GATGGXTXCGCGXCAXCAGTTGCCAGGCAGAXCGGAACACXGCAGTXTGG 

AGAGGGGCGGGTGAXXGAAAGTGAAAGTAACGGCGGAGCGGGAAGGAGAT 

GGAGAGCGGCGGCGGXGAGGGGCTGGAGGGGGCTGGAGGGGGAXGGACTG 

GTAGGGGCTGG7GGGGXCT(R8$l^£^EcR^^ 
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GXGGGGACTGXCGAGGGGCTGGAGGGAXCTGATGGGGACXGGAGGGGXXX 

GGTGAXCGCXGXXGXGTGCTCCAGGCTGGGCTGXGGGGAGCCGGACXGGA 

AGXGGGGGCCGXXCXAAAAGCACXGCTGXGXGTXCCAGGXGCXGAGGGGA 

GCTGAGGACCTGCACCAGGAGCACCCCGGGGAGCCCACCTGGTCCAGCTG 

TGCACCAGAAGCTCTGGGGATCCCCACCCCACAGCCATGGCGATGCCGCC 

CXACAXTCTGCGCCXGXCAXGCACGCTGCXCCXGGCCGACCTGGCCCXCA 

TGXXGGCCCXGGCCCACTTCTXCCCAGCACTGGCCCAXTXGGGCXGGGTG 

GGCXCCXGGCXGGAGGCCGGGCTGCGCCXCCTGGTGCXGGGGGGGGCCGG 

GCAGCXGCTGGCCCCCAGGGGACCCCGXGGGGCTGCAGTGCXGCXGAGCC 

TGGGCCCCGCCAXCXTCCTGACCCXACGGGGCXAXGXAGGXCXGCCXGGA 

GCXGCCCCGGXGCXGCTGGCCAXGGCAACGCCGTCCXGGCXGGXGCXGAC 

CCACGGGACAGCTGTGGTGGCATTGCTCACCTGGAGCCTCCTGGTCCCCA 

CXGXGGCCACXGGGGCAAAGGAGGCAGAGGCCXGGGTGCCCCXGAGGCGG 

CTGCTGGCCCTCGCCTGGCCCGAGTGGCCCTTCCTTGGCTGTGCCTTCCT 

CXXCCXCGCAXXGGCTGCACTGGGTGAGACCTCAGXGCCCTACXGCACCG 

GGAGGGCTCTGGATGTCCTCCGCCAGGGGGACGGCCTCGCCGCCTTCACC 

GCTGCTGTCGGCCTCATGTGCCTGGCCTCTGCCAGCAGGTAGGGACCCCA 

CATCCCTCCACAAAACCCCATCCACCTCTGGTGGTCGTCTGGTGGGTTTG 

GGGGXCTCTGXCCAXAXCTGGGGGTCAXCTGAXGGGXXCTGGGCACTCCA 

CXGACCCTTXGXGAXTGXCTGAAGGGXXCXGGGCXCTCCAXXGACCCCXG 

ATGGGXXTTGGAGXCGCCCCCCCAATXCCXXCCCAGCXCGCXGXXTGCCG 

GCTGCCGCGGTGGCCTCTTCACCTTCATCAGGTTCCGCTTCATCTTGCGC 

ACCCGCGACCAGCTCTTCTCCAGCCTGGTGTACCGGGACCTCGCCTTCTT 

CCAGAAGACCACAGCAGGTACAGACTGGGGGCACTTTTGTCCCTGTCCCC 

ACACCATACCCCCAGCTCACCCTACTCAACTCCACAGCTGAGTTGGCCTC 

CCGGCTGACCACCGAXGXGACGCTGGCAAGCAACGXGXTGGCACTCAAXA 

XCAACGTCATGCXGAGGAACCTGGGGCAGGXGCTGGGGCTCXGCGCCTXC FIGURE 10 

AXGCXGGGGCXGXCCCCGCGCCXGACAATGCXGGCACXGCXTGAAGXGCC 

GCTCGCCGTCACCGCACGGAAAGTCTATGACACCCGGCACCAGGTGATAG a rnrv « 

CAGGGAXGGGAXGGXAGGGXTGGGGTGACAGGGATGGAGGCAAXGGCAAX aUlIIS 5b 

GGGAXGGGAACAGXGGGAGXGGGGATAGTGAGGTGGGGATXGTGGGGXCA 

GGGXGGCAGGGAXGAGGGCAGCTGCAAXGGGATGGGAACAGTGGGAATGG 

GGAGAGCAGGAXGGGGAXCATGGGTCCAACACAGCAAGGATGAGAGGAXG 

GAGAAGAGTGGAGCAGGAAXGGAAGTGGGATGGCGAGXACXXGGCCAXCC 

CATGGGTGCTGACACCCACTGTCCCCCCCAGATGCTGCAGCGGGCCGTGC 

XGGAXGCAGCAGCCGACACCGGAGCGGCAGTGCAGGAGTCCAXCTCXXCC 

ATTGAGATGGTACGGGTCXXCAAXGGCGAGGAGGAGGAGGAGCACCGCXA 

CAGCCAGGTGCXGGACAGGACCCXACGGCXGCGGGACCAGCGGGACACAG 

AGAGGGCCATTTTTCTCCTCATCCAGCGGGTGAGGCTGACACGAGGGGAC 

ACCCTGGTGXCXGGGXGGGATCGGGACATCCCCGCXGAGCCCCAXCCCCA 

CAGGXGCTGCAGXTGGCCGXGCAGGCACTGGTGCTGXACTGTGGGCACCA 

GCAGCTCCACGAGGGGACCCTCACXGCCGGCGGCCXCGTTGCCXTCAXCC 

XCTACCAGACXAAAGCTGGCAGCTGCGTGCAGGTGAGGTCAGGCAGTGCG 

TCCTCTGCCACCGGATCCCCATGACTGTGGCCACATCCCCGTGTCCCCAC 

CCTGGGTGCXGXGCCTGGGGGTCACATCCCCAXGXCCCTAXCCTGGGXGC 

TGTGCCATGCAGGCACTGGCGTACXCCXAXGGTGACCXTCTGAGCAAXGC 

AGCGGCCGCCTGCAAGGXCTTTGAXTACCTGAACXGGGAGCGAGCXGXGG 

GTGCXGGTGGCACCXACGXGCCCACCAGACTGCGAGGCCACGXCACCXXC 

CATCGGGTGTCCTTCGCCTATCCCACTCGCCCTGAGCGCCTCGTCCTGCA 

AGATGTCACCTXCGAGCXGCGCCCCGGXGAGGXGACGGCGXTGGCGGGGC 

T GAAT G GC AGC GGGAAGAGC AC CX GC GT GGCACT GCT GGAGAGATTCT AT 

GAACCTGGf .CCGGGGAAGXGCTGCTGGACGGGGTGCCGCTGCGGGACTA 

CGAGCACCGCTACCXGCACCGCCAGGXGAGGGGGXGGGGGGAGATGTGGC 

XGCACTGAGCAGXGCTGGGGCTGAGCCTCTGCCCXGGGGCAGGXGGCACT 
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CCT ACGGGATGGAGGACT GC GAAGAGGAGGAGAT C AT AGCAGCTGCAAGG 

GCTGCGGGTGCTTTGGGCTTCATCTCTGCACTGGAGCAAGGCTTTGGCAC 

TGGTGAGTGCTGGGGAGCAGGGGGGGACCCGGGTGTCTGACCCCACTCAT 

CCCCACCCTCATCCTGCAGACGTAGGGGAGAGAGGGGGGCAGCTGTCAGC 

GGGGCAGAAGCAGCGCATCGCCATCGCCCGCGCTTTGGTGCGGCATCCCA 

CCGTCCTTATCCTCGACGAAGCCACCAGTGCTCTGGATGGGGACAGTGAT 

GCAATGGTGAGCACTGAGC AGTGGGTGGGGGGAGGGTCT GGCCCTGCAGT 

GCATGCTGATGGGCAGCTGTGTGTCCTACAGCTACAGCAGTGGGTGAGGA 

ACGGAGGGGACCGGACGGTGCTGCTCATCACCCACCAACCACGGATGCTG 

GAGAAGGCAGACCGCATTGTGGTGCTGGAGCATGGCACGGTGGCTGAGAT 

GGGGACACCCGCCGAGCTGAGGACCCGCGGCGGACCCTACAGCCGGCTGC 

TACAGCACTGAGAACCATGGAGCAGCTGGAGTGGCATGCGATGGGATATG 

GGGAGCAGTGACTGCCTCTGCTTCCAGCTGCAGGATGGGATGCTCTGGGA 

TTTGTGTGGAATAAAGTGGAGATGCTTTGTAGAGGAGTGGGTTGGGATGT 

GGGGGGTGGGCAGCTCATCCTCAGTGCATGATTGGTTATGGAAGCTGAGT 

GTTTGCCCTCAGTTGCAGCAGCACTGTAGGTTATGGAGGAGAGGCACAGC 

TCAGCCCGAAGTGGGACGAAGTTTCCAGCCATGTCTCCATATGAAAGCCA 

TGCAGATACCAAGGAGAGTGCAAGGGCAAATGCTGGGAGAAGAGGGAGAG 

CAGCAGTGTGTGATGGAGTGACAAGCAAGGAGTGTGGGGTGGGCACAGGA 

CTGCAGGGGGTGGGflLGGGACTTCTGTGTTCCCCAAGCATTTCCCTACAGC 

AGTCACACCAGGTGGGCTTTGAGTATCTCCAGAAGAGACCCCCACCTCTG 

GTCAGCC GTTGC AGTGTTCTGTGT GATCAGGAATGGACAAAAT GGGGCT C 

ACTGAGGTCACTGTCAGCCTCATGTCCGGGCAAGGGAAAGCTGGCCAGAC 

CAGACCAGTCTGTGGGAGGGAAAGGAAAGAAAAAGTGGTCTTGCTAGAGA 

T GTACCT GTGGGGAGAGGT GAGGGGGAGGAACACGGAGGCTAT G CCAGCA 

CACAGGGATGGCATCACAAAAGCCAGAGTTCATCCTGGACAGCACTTCCA 

GGACATGAAGCTAGCAACCATCAGCGTGGGGGCACAGGGGGGAGGTGATG VTnrmx? 

T GGGATGGGGGGAATGGGGAGGGCAAACAGC AGC CGGAGGGAGGAGGGC A tl <* u ™ 10 

GGGT GGT GGGCACTC AGTGC AGGTC CAT GCCT GC AT CCAGAGAAGCCGAG 

CCAGGACACGGCCCCCTCACCCATCCCAACCCAAACCACAGCACAGAACA SUITE 57 

GACTGCGGGCAGGCTGAGAGCAGATCTGCAGGGCCACCATCAGAATGGTT 

CTGATACACAGGGCATCAGAAGCCTGTCCACAAGTTGGATCCTCGTAGCC 

AGAGGGTAAGGATGTGCAGTGCTGATGGTGACGGGGCGGGCAGCCCTGGT 

ACAATGGGTAGTGGTGTTGGACGGGGGAGAGGTGTGGCAGCAGGGACCCC 

CCCACGAGGTGCTGCGCCCCGGCAGCCTTCTGCGGGACTGGGGACAACAG 

GGAGCACCGGGGGAGGGGGACAGAGGGAGAGGGATAGCGGGAGTTATGGA 

TGGGGAGGGCAGGGGGTGGTGGGATGTGGGATGGGGACACTGCACGTTGG 

GGACACTGAGGGTGGAGGTGGGGACACCGGGGCAGCGACAAGGGACCACA 

AGAGCTGTGCCGTGGGCACATGGATGCCGAGCCGGGCGCGCTGCGGTACC 

GCTGCTGTACGACACACAACGGCCACTGCATGGACTGCAGTGCCACTGAG 

TGCCACCAGGGCCGGGGGTGGGACACAGAACTGGGAATAAAGCCGCATGT 

TTGTACCCGGGTGTGTTGGGATCTCAGCGCGGGGAGTCCCGGTGCTGTAA 

GAAGTGC AGGGAGAATGAGGGAC C CC C AGAGC C CCTT CC C CC C AGGGAGA 

AGAGCGGAGCCCACAACAACAACAAATCGGGGGGGAAATAAACCAGAAGA 

CGGCTGGAGGGCAGCAGAACAAACGTATTTATTTGGGTGTAGGGTACAAT 

GTGGGGGGAGGGGGCCCAGCAGGGACAGGAGAGCTGGGGGAAGGGCGGGA 

TGAGGGAGGTGGAGTGGGCAAGGTTGTGGGTGAGGATTGCAGAGGCAGCT 

GGATGGGCGGGGGGGGAGGGCAGAGAAGGAAAT AGGAGT GCT GTGGGACA 

GCAACCTGGGGGGGAAGTGGGGTGGATATGTGCAGTGACTGCTGGGGGGA 

GGAGC AA.GGAGACC AC AT CCC AAC AAACAGGG ATG C C ATTGGGAAAAT GA 

GAGTTCTGCCAGGACAGGGAGCAAGCAACCACCAGCATGGGGTCACAGAG 

GAGAGGTGAGAAGGGATGGGGGTACACAGGGGGGAGTGAGCAGCAGGCAG 

ATAGAAGAGGGGAGGGCAGTGGGTACTCAGCACAGGGCCACATCTGCACC 

CTGAGCAGCCAAACTGGGACACGGTCCCCT^^ 

AGAGCACACTC^iW^^ 
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TTATTTCACAGGAAGCAGTGCAGGCAAAGCATAACAGTCAGCATAGGAAG 

CAGAATGAGATGTGAGAGGTCAAGAGGATGGGGCTGTGCCCATCACTGAC 

CCCAAATGCTGGTGTGGACTGTTGGGTCCTTGCAGGCTGAAGCACAGCAC 

TCAGATGGCGGGGTTGCTCCCTGTGGGGArGAGAAGGGATGATGTCCCAC 

GGGGCCAGGTTCACATCCCAACCCTCTGCTCCGGGGGTCTCCCCGCAGAG 

CCCCAGCATAGCCCAGCCCTGGGCAGTACCACAGAGAGCACACGGACCCC 

TCCCAACCCACAGCCCCACACCGCACCTGTGCTCGAGCTGCTGGATCCAC 

CTTCCCTGTCTATAAGGGAGGAACAGCTGTGAGArCCAGCCCTGTGCTCC 

CTATGGGGCGTGGAGCAGCCCCAAGCACCAGGAATGGGTACCCTGGGAGA 

AAGTGCAGACC CCAGGAC CGC C CTGGC ACTGGGC AGAGGT GGGGGACAGC 

GCTGCCCTCATCACTCACCGGGCGCGATGTTGTAGCCCTTCCCCTTCTTC 

CCTGCAGACAGAGAGATGCTTCAGCACAGGTTCACATCACAGCCAGGCTG 

AGGGCTCCCAAGGGGGACCCAGATCCCCCCACTGCCCGCCTGCACCCCTC 

TGCTTTTACCTGCATGGCGTCTGTAGATGATGAATCCAACACCAACCATG 

ATGGCAATGGCCACAATGGCGACGGCCACCCCCGCCACGATGGGCACCAG 

GTTGGGCTGTGGCGGCTCTGGGGGAGAGCGGGGCCATCAGCAGGGGAAGG 

GGCAGCCCGCAGCCCCCCAGCCCCACATCCCCTCACTCACCCCACGAGTA 

GAGGCCGGGCTGGG'GCAGGCrGGCGTGCTCCACGCGGCACTGGTACTTGT 

CCCCGTCCCCCGGCTGCGCATCGATGGTGACCCAGGTGTGGTAGGTGCCG 

TCGCCGTTGGGCACGATGCCCCCCGAGTGGGCGTCCTGGCCCCGCACCGC 

GCCGTCCTTCAGCCAGCTGACAACGATGGGCCGCGGGTAGAAGCCGTGAG 

CGCGGCAGGACAAGGTCAGGATCCCGTCGGCCTCCTTCCCCCACACTCGC 

ACCTCGGGCCGCTCTGCGGGCGGGCGGCAGTGAGGGCCGGGCTGAGCTCC 

CCACGCTGAGCCCCCGCCCCACGTCCAGCCCCACACXGCAGCCGCTCCCC 

CCCCCACCCCGCTCACCTCTCCTGCCCAGCTCAGCCTTCCCGTATTCCAC 

GTATCTCCGCAGCCACTCCACGCAGGTTTCCTCCAGGTAATTCTTCCACC 

TCTCAGGXTCACTCTCTTCCTCCCATTTCCTCTTGGTGGGAACTGCCTCT 

GGAACTGCCGCAGTGAACGTCATCGTGCCTTTGTCGAAGGCAGTGAAGTC FIGURE 10 

TCTCCCATCGTAGGCCATCTGATAATACCCCCGGATGGGGCCGCCCTCGA 

GGATGTCACAGCCGT AC ATC CACTGC AC CGTGTGAGAC CCT GAAACACAG SJJTTE 58 
CCGGGCAGGGGGTGAGGGGCCCCTCCGGCTCCGGGGCTCCCACTGCAGCG 
GGGATGGGTTGGGGTCCCCCCGGGACGCGGCACCCCGAGCGCGGTGGGGC 
TGTGACGGGCAGCCCCGGGACGGTGCCGCCGGGCAGGGCCAGGCCTGGGG 
GGTGTGGGCGGCACTGCGCCATGGAGCCCATCCCACACCCACGGAGCCGC 
GGCCCCGGCCGTGCTCACCGCCGGTCTGGTTGTAGCGCCGCTGCAGTATG 
CCCAGGTTCTCGCGGTCAATCTGCTCATTGCCCTGTCCGATCTGCGTCTG 
TCCATCCCAGTACTGCTGGTCCGCCTTGGCCGCTATCCACXCGGTGCGGG 
GCACGTACCTCCGCGCGGTGCTGTTGTAGTGCACGAAGAGTTCCCCGTCC 
ACGTACCCCACAGTCACGAACCACGGCTGCCCGGGGCCGGGATCCGTCAT 
CGCCGTTTGGATGTACCGCAGGGTATGGAGCTCTGCGGGGACGGAGCACA 
GCGGGGCCGTGAGCCGCGGGTGTGGGTCTGAGGATCCCACGGACACAGCC 
CCGGGGTGGGGTTACGGGCGGGGAGGGGTCCCGGTCCGGCCGCACTCACC 
GGCCGCCGCCCCGCACACGGCGGCGAGCAGCAGCCCCAGGCCCAGCGCCC 
CGCACGGCCCCATCGCCTCGCACCGCTGCACTCTCAAGTCCGCCGCACCC 
AGCGCAGCTCCTTCAGCTTTTCCTACTCCTCCGCCCCGCCCCGCGCCCCC 
ATTGGCTCCTCCGTCGCCTCTCCGCCAATGGTAGTTGGAGTTTTATGTGA 
CGTCATCGGGCGCCAGGCAGAATGCGCTCCCTCAGGTTGTGAAGCGAAAG 
CGAAAGCGCGGAGCGGGGGAGGGGATGGGCGCGGTGTGGGAACCCCCGGC 
CCTTCGAGCACGGGGGGGCACCCGGGCTGTGTTCGCACGGGGCCGCGTCC 
TTACCCCGGGGGAGGGGGCCGAGGGTCTCTGCCGGGAGGACGGGGGCCGT 
GAGAAGAGGAGGAGTCATTCTCCATTCCAGTCAAGGAACTGTTTGGGGGG 
GGGGTCACATCCATAGGGTTAGAGGCTCCGTGTCCGGGGGGGAGGGGGTG 
GTGACAGTGGrGTCCCCCAGGGCTTCCTTTGGGATCAGTGCCATTTCCCC 
ACAGCGCCGCCCCACACCGCTTCCCCACATCCACGTGGTCCATCTGAGGT 
CGATGCCCTCAGGGTCTGCAGGTGGACCCCAATGTCCACCCCCCAAGTTA 
FEUILLE OE REMPLACEMENT (REGLE 26) 
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ATGATTGACCCCAACCCCGCTGTCCCTGCGCCACTGCTCCCATCTrrrrr 
ACACTGCCGGAGCCATGGGGCCTCACTGGGCCTTCAGCCTCTTCrTrrTr 
CTCTTCCTCACTCCCTTAATGAGGGCCAGCTCCCAGGACCCTGAGTATCr 
GGCTATGGGGTGTTTGTGGGGTAGCTATGGGACTATGAATGTTCTrrArT 
GCCTATGAGGGACTATGGGGCACTGGTGGGGCTGGGGGCTGCTATAGGAT 



rGTG 

!CTG 

JGGCCTTGGGGACCCCC^^^ 



GTGGCTCAAGCAGTGTTCCCTCAGGTTGGTGCTGGTGGCCCCCCGGCG 



GTGTGCACCCTTGGGTCCCCTCCrGCCATGTCACCCATGTCACCT?AS? 
SS^CCCAC^GTTCCCCC^ 

TGTGTTCCCATGTCCCTTATAGGTCACCCCAGTGCAGGCAGAGCGCTGTG 

gggcgctgtggggtcgggggttgctcctggaggcccaSgct?c?a?Sg 

CTCCCCAAAGCCCCTC(^TCTACCATGAATTCCCC^TCCACCCATT 

TTCACCCTACATTCACCCATTTACCCCAAATTCACCCCCAGCACACCCcI SUITE 59 

AATACCCCTGGTCACCCAAAGTCCCCCAAATCCCCTTCAAATTCCCTAAA 

TCCATAACCCCCATCTGTCCCCATGTGTCCCTTrGrCCCCAGTGCGTTTC 

CGGGTCTTCTCCATGGACCCCGACCTACAGCCGAACCCCGAACCTCTCCT 

GGTCACCATCACGGTATGGGCCCTATAGGGCTGGGGCTGTGGGTGACCCT 

GTGGGGTTTGGGTGACCCTACAAGGCTGTGTACCCCCATGTACCCCCAGA 

ACCCGTTGGGTGCACGAGTGCGGGAGGTGCAGCGGGTGCCCCTGGACACG 

GrGCTGAGCGACCAGCTGGTGCTGCCTGACATCGCCCTGTGAGTGGGGCT 

AXAGGGGGCTACAGAGGGCTGTGGGGTGCGACAGGGGGCTATGGGGACTG 

GGGACTATGGGGATTTGGGGCTACAGGGGCTGCAGGCGGGCTAGAGTAGT 

GGGGGGGATTATAGGGTTACTGGGGCATTACAGTGGCCATAGAAGCTATA 

GAGGGCTGTGGAGAACTATAGGATACCTTAGGGGCCATAGGGGTCTACAG 

GGGTTATAGGTGAGCATGGGGAAACATAAGGGCCATAGCGACTCCGGAGG 

GCTGTAGCACACCATAGGGGCCATAAGGGCCCTGGAGGGCTCTAGAGGAC 

CACAGAGGTGTATGGGAGGGGCTATAGGGGACTATAGGGTATAT 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



97/110 
ES2F0R.txt 



SS2SSS2S, ~ 



iSSSSSJg 6 gggtctctgggggaca ^gaggg G acattgg2g suite 60 



FEUILLE DE RENIPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



987 nn 
E52REV.txt 



TGGCTGATGGGCTGTGTCCTATGAGCGCAAAACACCACAATGGGCAGAAA 

AACCTTCCTCCAGAGGACCAACCCCATCTCTATGGCTTCTTTGCACCTGG 

CCTTGCCCAAAATTGGGTTATTTTTGAGAAAAAAATGGGCCATTTCTCTG 

CTGGTTGTCCAAGCAGCAAGAGATGCTGGCATGAGTCTCACCAAGCCAAG 

AGGTCTGTGGGACCAAGAGAACTCTTTTCTCTCCCATTAATGATGAGTAA 

CTCCACCTTTGGGCACTCTTAAGGTGAAAATCCTCAAAATCTGCAATTTT 

GAAGGCGCAGCTCCCACATTTCTCATCCCCTTTGTTCTGTCCATGGCAGT 

GCAGGCATTCCAGCCCCATCCCCAGCCCTGTGCTCAGTGTCCCTTCGACT 

GGATTGGATTCAGAGGAAAATGCTACTACTTTTCAGAGGATGAGAGCAAT 

TGGACGAGCAGCCAGAACAACTGCTCTGCT CTTGGTGCTTCCTTGGCTGT 

GTTTGACAGCGCTGAGGACTTGGTGAGGGGGACACAAAAGAGCCACCAAT 

GTATTTTGTCCGCTTGAGGGCCCCTTGGCTGCTCTTTCAGTGTTTCCTTT 

CTGATTTTGGGGTGAGGAGGTGGATAArGGTTGTCCTGAGGGTAGGTTGG 

GTCTACTCCTCAAAATTCTTCAAGGGATTTAAGGGAAAAAAAAGATGTTT 

TTTCTATGAAGTAACCACGCTGGCTTAGAGACTGTGAGCTTrGGTGATGG 

ATTGGGCAGTTTCAAGCACTGAGATTATTGGTTGAAAGGGTTCTGCAGGC 

AGTGGCATGCAGGAAATGTCCCAGAGCCCCATGATCTGXTCCCTCTCCTC 

TTTTCCAGAGCTTCACAATGAGACACAAAGGCAGCTCCCCCCACTGGGTT 

GGCCTCTCCCGGGAAGGCAAAGAGCATCCATGGGAATGGGTGAACCGCTC 

TCCTTTGTCTCACCTGTGAGTTCCCATCCTTGTCTTGGAGGCTGCAGCTT 

CTCCAGCCCCAAAATGTGGATTTCTGGACCTCGGGAGCATTTCTGGAGGT 

GGCTTATGGGGTGAGGAGATGTGGGGAAGGCACTTCGCACCGCTTTGGGT 

C AT AGAAGTT C ATTGAGAGGCAGAAGTGGCGC AGGAAAAAGAGATT CCTA FIGURE 1 

TTTAATCAATTATTTTGTCTGTTTGATTTCACCACTGTGATTTCCTCTTC 

CCCCCCCCCCCAMAACCTGGGGTCTGCCTGTCCGTCTGTCTGTCCATCCA 

GGTTCCAGGTGCAAGGCGATGGTCTCTGTGCATACCTGGGGGATGCCGGG SUITE 6 1 

CTCAGCTCCTCCCACTGCAGCACGCGGAGGAATTGGGTTTGCACCAAACC 

C GC GTT GCAAAAACC GAGGAAGAACTTCTGC AT C AGC ACCTGAGC GGCT C 

CCGGACCCGAACACGCGATGCAAGAGGAGGAACCCAAAGCAAAAGAGCTC 

CGCTTTCAGCTGTGCTCAGTAGCAACAGGAGGGCGGTGCGCTCCTCCAGC 

CCAGGTCCGACAGTGCCGCCTATGGGGCTGCGCGGACCGAAGCAAATCCC 

AGGCGGAGCTTCGGCTCCAAATTACATTTTTTTGCACCGTCXGACTCCTA 

ATGACCGCTAAAATCCCAATTTTGGGGGCTATCCGTGCGCTGCTTGCAAC 

GACCTTCACCCCTGCGCGATGCAGCAGCAGGTTTGGGGGGCGGACGGTGG 

GAAAATATCCATTTTTCACCGGTTTTTCTCCAAAGGGAAATACTGGGAAA 

GCAATCAGCCCAAAGGACCCTGAAATCGATGAATAAATCGGCAAATTATT 

TATGTTTCGTGTTTTCCCTTCTGTGTCACTGCAGTGCGTTCTCCATGAAT 

TCACTTTTAACGGTGTTTXGTCACAGGAAACACTTCTTCGACTCTCTCCA 

CCACTCCTATATATTCAACAGACCAATTCCTTCTGGTGATTTTATGCAAA 

AACAAAAGAGTATATTTGGTTAAAGAACCCAAACCACCTTCTTGTACTGA 

AGGGAATAGAAGAGCACAGACCGCCCGCTCCCCTCCCCTGCTGCCGCACA 

ACAGACGGTCCCCGAGGATGTGCAGACAACGCGACGCCGTCTGA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCIYFR98/02501 



99/110 

E6G2N15.txt 



TAGNAACTAGNGGATCCCCCGGGCTGCAGCTATGGGGGAGTGGGTGCACT 
CCTTGGCCATGGCTTTGGGTCCCGTTACTCTGGAGGAATTTCCACAGCTG 
CCCCAGGAATCTTGTACATAAAAGTGCACAGATCGATCAGAGATGTCArG 
TTCCTGACAGAAGAAATCCTGTCTCTTCTGATGTTCTCTGTGAAGAGCAT 
TGCCACGAGGGAGCTACCAGCAGGGCAAGCAGAGAAATTGAAGAAAACGA 
AAGATGGGTCGAGGTACGGGATTGGGCAGGTTTCACTTTCTTTAGCAATG 
AGACGTGTCAAGCTGGCAGCTTCCCTGGGAGCCTCTCTGGTGTGGATCTC 
CGGTGGCCCTAAACCTGGTTCAGGCACTGATCAAGGAGACATTACCCGTC 
TTGGTTCATCTCGGCTCACGG 

FIGURE 10 



SUITE 62 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



100/110 
F12FOR.txt 



CGATGGTCCTCCAATGACCTCCATGGTCATCCAGTGCTCATCCCGCGGTA 

TGGCCATGGTAACCCCATGTTCACCCTGTGGTCTCACCCCAATGATGCCG 

TGGTTACCTTTTCGTTACCCTATTCTCATCCCATATCCCCCCTTTCTGTC 

CCTCTGCCCCTTCATGATCCCCTCATGGTTAACAGACGTTTCCCTCTGCG 

ATCAGGTCATGTTCAGCACAAATTCCTCCAGGGTTCCCTTrATAGTGACC 

TCACCATTACCCAATCATGTCCCCGGTGTCCCTGAAGGGGCCCAGATTTC 

CTCAGTGGGACCCAGATGTCTTCAGTGGGGCGGGACCTGGCCATTCCCAA 

TGTCATCCAGGTGTCCATATGGCATGGGACACAGATGTGCACATGGGATG 

GGACCCAGGTGTCCCCACTGTCATCCAGATGCCTCCATGGGTTGGGAAAT 

GACCATCCTCGATGTCACCCAGATGCCCACATGTGATGGGACGTGGCCAT 

CCTTCATGGCATCCCGATGTCCAGCTTGGGATGGGATCCCAATGTCACCC 

AATGCAATCGCAGTGTCACCCAGATGTCCACAAGGGATGGCACCCAGATG 

TCCCCAGGTGCCACTCATCTGCCTCACCAACCCAGGACTTCCTCCCACTG 
CTCCCACTGCTCCCAGTTTGCCCCCATTTCTCCC 



FIGURE 10 
SUITE 63 



FEUILLE DE ^EMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



101/110 
G2M13.txt 



GATCTTCAGTGATTTTCAGTGGTCTTTGGTGGXCTTCAGTGCTCTTCGTT 

GGTCTTTGACAAAGATGCAGAGGAGCACCGCTCCCAGACGGACCCCCCGG 

GGACCCCATTTGTCGCCATCCCCACTGGGACATGCAGCCATTGACCACAG 

CCCTCCGGCTGCGACCACCCAACTGATrCCTTATCCAAAGTCCACTCTTT 

GCACACTTACCTCCAATTTAGTGATAAGGATGTGGCGTGGGACCGTCCCA 

ATGGCCGCACACAAGTCCAGGTAGATGATATGGGATGACCATGAAGGGAT 

CACAGAGAGGAACACGGGGTGACCACGAGGAGCAACGAAGGAAACGCTGA 

GTGACCACGGGCAGAAAATGGTGTGACCATTAGGGGACAACGAGAGGGAA 

CAGAAGTAGTAAGGAGTGAGAATGGGGTGACAAAGAGGTGACCATGGCAT 

AACT.TTGATAAGACCATTGGGTGACCGCAGGGTGATGGCCATACCATGGG 

GTGAGCACTGGATGACCATGGAGGTCATTGGAGGACCATCGGGTGGGACG 

AGGGCCGTGGGGACACCCGTGGGGCGGTGGGACGGGGGCAGAGTGTCAGA 

AGGAGCCCCGCGGCGCAGAACTCrGCCTGGAGACGGGTGACGCCGCCCGG 

CGCCGCCGCCGCTCATTGGCCCTCCCCGCCCGGCCCCGGGCTCGCGGCTG 

GCGCGGGGTGCCGGGTCCCCCATCGTCCGGGGGCAGCAGCCATGGGGAGC 

GGGCGCGTCCCGGCGGCGGGGGCCGTGCTGGTGGCACTGCTGGCGCTGGG 

AGCCCGGCCGGCCGCCGGCACGCGGCCCTCGGGTGAGCTCGGAGCCGCGG 

CGCGGGGACGGCGCTGCGTCCCCCCCGGAGAAACCCCCGGAGCCCTTCTG 

GCCGTGCGCAGCGCTCGGGGCTGCGGGGGGACGGAGGGCGGGGGGGGGCG 

GCGGAGCCGTGGGGGGCAGCGGGGCCGGGGAGGGGGCGGGGGGTGTGGCG 

GGGGGCGGCTGTGTGCCCTGACCGTGCCCTCTGCCCGCAGCGTXCTTCTT figure 

CTGCGGTGCCATATCCGAGTGCCACTACCTGAACGGCACCGAGCGGGTGA „ 

GGTATCTGCAAAGGTACATCTACAACCGGCAGCAGTTCACGCACTTCGAC SUITE ( 

AGCGACGTGGGGAAATTTGTGGCCGATTCACCGCTGGGTGAGCCGCAAGC 

TGAATACTGGAACAGCAACGCCGAGCTTCTGGAGAACCGAATGAATGAAG 

TGGACAGGTTCTGCCGGCACAACTACGGGGGTGTGGAGTCCTTCACGGTG 

CAGAGGAGCGGTGAGTGCCGCGGGGCGCAGCGCGGACGGACGGGCAGGCG 

CCGCGCTCTGGCGGTCGGTCCGCAGCGCTCCCCCCGTGCCCCGCAGTGGA 

GCCCAAGGTGAGGGTCTCGGCGCTGCAGTCGGGCTCCCTGCCCGAAACCG 

ACCGTCTGGCGTGCTACGTGACGGGCTTCTACCCGCCGGAGATCGAGGTG 

AAGTGGTTCCTGAACGGGCGGGAGGAGACGGAGCGCGTGGTGTCCACGGA 

CGTGATGCAGAACGGGGACTGGACGTACCAGGTGCTGGTGGTGCTGGAGA 

CCGTCCCGCGGCGCGGGGACAGCTACGTGTGCCGGGTGGAGCACGCCAGC 

CTGCGGCAGCCCATCAGCCAGGCGTGGGGTAAGGCCCCCGGGCCCTGCCC 

CGCCGCGGGGGGAGCGGGAGCGCGGCCCCCGGCGCTGAGCCGCCGCCTTC 

GTCCCCGCAGAGCCGCCGGCGGACGCGGGCAGGAGCAAGCTGCTGACGGG 

CGTGGGGGGCTTCGTGCTGGGGCTCGTCTTCCTGGCGCTGGGGCTCTTCG 

TGTTCCXGCGCGGTCAGAAAGGTGAGCGCTGGGGAGGGGGGCTGCGCCGG 

GGGGGGTCGGGKGCGGGGGG 



FEU1LLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



102/110 
H421.txt 



gctcta(;aactagtggatcccccgggctgcaggattaccagtgtccccaa 

ct gtttttgcc aatccaagccct gcaaatgtac aaatat attaagt ggtt 

tccttatttagacatctttatatctctcaccaatcatttaacgttaacctt 

actctckt'i'ttcttctgtgaacagaaaacaaaatcggaagcctcatataca 

ggtgtt ag aggaaaat agtaagtggtgatgaaactt ggagaacttgtga 

agtgaa at at gggagct act gc ct ct ggagggaggaaaataaggaaccaa 

tgaaagatgccaaggtgaagcaaatgaaggaccagctgtttgtggctaga 

gcatacrratcccagtattgctaaaatgccttctcaaagcaagttgactcg 

ggatal'ctaaacagaatatccaagagtttgagcgtattcttagtgaaagtt 

ctcaagatgctgaccttccaccacagtaagttctctccagtttgggttta ™ trer , 

atcatttttgtactgaaagtttagttccttactggaaaagatttttgttg figure i 1 

gatttctagtcacatgaatctctcctagtttgccttcagtttgccggaca 

tcccgttttctagtggttttacttgctt suite 65 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



POYFR98/O2501 



103/110 
H4212.txt 



TAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGA 
GGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAAC 
TCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACG 
AGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTA 
TTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTG 
GATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGG 
CTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGC 
GGTATCATTGCAGCACTGGGGC 

FIGURE 10 



SUITE 66 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/O250I 



104/110 
H424.txt 



TCCCTAGTAACGGCCGCCAGTGTGCTGGAATTCGGCTTAGCGTGGTCGCG 

GCCGAGGTACATACCCTGCCCGCAGTGATGTCTCCAAGGTTGATTTAAGC 

AACCAGCTCCTCCCTGCCACGGCTCCAGGCTCCACATGCCTGGGTTAAGG 

CTGGGTTTGTTTTTTGAGACAGTGTCTTAACTATGGAGCGCTGACTGTTC 

TGGAACTCGCTCTGTAGACCAGTCTGGCCTTGAACTCAGTGATCCCCCTG 
ACTCTGTCTCCAGAATGTGGATTCTCCCA 

FIGURE 10 



SUITE 67 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 PCT/FR98/02501 

105/110 
H4REV.txt 



GGATTCTGACACCCCTCCTCCCCCACCCCCAAAGGTGTTCCAGCGCCGCA 

TGGATGGGGGCACCGACTTCTGGAGGGGGTGGGAGGAGTACGTCCATGGC 

TTCGGGAACGTTTCTGGGGAGTTCTGGCTGGGTGAGGACCCCAAAACTTG 

GGAAGATTGAGGTCTGGGGTGGGGGGGGGGAACACCCAGGGCGGAGAGGG 

CTGATGGCTGCAGGACGTGGAGTGGGATCCCTGACGGGGGTGTGGGGTGG 

GGGGTGTGGGGCAGGGGCCCCAGGTGGGTGTGTAGGGTGGGGATGATGAC 

GATGGCTGTGGGATGTGGCGCAGGGAATGCGGCGCTGCACACACTGACAG 

CTTCCGGGCCCACGGAGCTGCGTGTGGACCTCTGGACGCCGTCAGACAGC 

GCCTTCGCCCGCTATCGGGATTTCGCCGTCAGTGGTCCTGAGGACAATTT 

CCGCCTTCACCTCGGGGCCTACAGTGGCACAGCTGGTGTGTGTGGGGCAG 

TGGGAGCTCCTGGGGGATATTAGGGTTAACCTTGACCCATGAGGGGGGCT 

TTTGGGGATACCCAGATCAGGGGGGGGGGGAATCCTGGGGAGAGTAGGGG 

ATGGTCCCTTTGCCCACAGTGAGGGGGCCTTGCCTT GC AGAGGTCTTTAA 

GATCGTTGACCTGTTGGGATCTCTTGGGGATCTCCAGACTGCAGGGAGCC 

CCGGGGGTTCTTGGGGGGCTCTGCCCCACAGGGTGGTCTCTGTGAGGGTG 

TGGGGGTACCTGGGGGGTCTGCGGCTCATCCTTGGGGCTCTGAATGCTAT 

GTGGGTGTCCTGGAAGGCTCTCTTTAGGGGTCCCCATAACCTTGCTGTGG 

GTCCCACAGGGGATGCACTGTCCTACCATGCTGGGAGCCCCTTCTCCACG 

CGGGACCACGACCCCCGAGGCCGCCCTCGGCCCTGCGCCGTC6CCTACAC 

CGGAGGCTGGTGGTACCGCAACTGCCACTACGCCAACCTCAATGGGCGCT 

ATGGGGTGCCCTACGACCACCAGGCATGGCTATGGGGGTTGTAAAGGGGT 

CTGTGGGGATTGTAAAGGGGTCTATGGGGGTATAAAATCAACCCAATGGG 

ACAGGAGGGGGTCACCATGAGGCCATGGGGGTTTTGTGGGGTAAATGTGG 

AGGGCTACCCCCCCCCCAAGGTCCTTTTAGCCCCATGTCTCTCCTGTATG 

AATATGGAGCCCTACAGGAGCTGTGGAAGCTGGAACACAAGCTGGAACAG 

GGAGGGGATACTTTGGGCCCCCCTGTAAGGCCTATATGTGTCTATAGGGT 

CACTGTAGGTTGTTTAAGGGCATGACCAAGTCCCCCTTCCTTTCTGCAGG 

GCATCAACTGGTACCCCTGGAAGGGCTTTGAGTACTCCATCCCCTTCACA 

GAGATGAAGCTGCGACCGCAGCGTGACTGAGAGCACTAGAAAGGTCGTGG vrnmv 

GTCGCAGTGGAGCCTTTATGGGGTCAATAAAGCTGCGAGTAGCCAGTGCT J? - UarUK * 10 

GACCCATGTATCCCACACACTGGGCTCAGGAGCTATGGGGGTGGGCAGGG 

CGT GAGGC GCACGC GGAACGGGGCAC AGCGCAGCACGGTGCCAGCAGTGA SUITE 68 

CCCCTAAGTGGGGCAGAGCCCCATCAGACGGTGGCTCCAGGCGGAATCGC 

TGTAGGATGTGCCCCAAAAACACAAAGAGCTCTGCCCGAGCCAGCGCCTC 

CCCCACACACGAGCGXGCCCCACAACCAAAGGGCAGCAGCGCTCGCCATG 

GAGCC CCCGGCT GC AGGAACCGCTCT GTGGGGCAGAAC AGAGAT C AGAGT 

GGGTGTAGGGGGAGGAACCCAGCCTGGGGrTCAAAGCCCACATCTATGGG 

GTGGACCCACACATACCGGGCAGGAACTCATCAGGACGGTCCCAAATCTT 

GGGGTCGTGGTGCGCAGCAAAGAGGTTTGGGATAACGATGGATCCCGCAG 

GCACTGGGATTCCCGCAATGCTGGGAAGGGACAGAATGCTGATAGGATGG 

ACTGGGAGAGCCTACAGAGGCCAAGTGGGACATACTGGGACCTGCTGAGC 

TATCCTAGAGCTTACTGGGTGCTTGATGAGTTCTACTGGGACCGACCTAC 

TGGTAGGTCCATGCTGGTCTGTAGTGGTCCACACTATTACAGACTGGTCT 

ACAATGGTTCATTCTAGTGCAAAATACTGACACGCAGTGGTGCACGGTTC 

TGCTCGCAGACATGTGGCCCGCACTGGTTGGTACTGATCCCCACTGGTCT 

GTATGGCCCCATACCAGCCCGTACTGGTGrTACTGGCTGTACCTGGAGTG 

GCGCCGGGCACAGTGGGGCAGCGCGAGGGGCACGGGGGGTCGCAGGCGGA 

GGGTCTCGGTGACAGTGGCACGGAGCAGTGGCAGTCGCCCCATATCCCCT 

GGCTTTGGGGTCCCCCTGGGGCCCAGCACCTGGCGCAGCTCTGCACGTAC 

CTGGTCCTGCACCTGGGACAGGGGACACGTGTCAAAGCACGTCACCAAGT 

GCCACATCGGGTCACTTGTGGGGTGGCCCrCCCCTGCACGGGGACACAGG 

CAGCAGCGTGACACGGAAGTGACATGAGCGTGACATTTTGGCACTGGCCA 

CAGTGCAGGGGACACCAGGGGCATTATGCACACAGGGTTATGGACATGGA 

TGT GAC AT GCAT AXGf^ 

GGACATGGGTGGGCTK^ 



WO 99/27132 



106/110 
H4REV.txt 



PCT/FR98/02501 



TGTGACACAGATGTGATGTGGTGTCACCTGGGGGTGGTGCAGCAGGAAGG 

CCACAGCCCATAGCAGAGCCACTGCCGTCGTTTCGGTGCCACCGATGAAG 

AGATCCACGAGGGCCATGTGCAGGCGGTCCCCCCCCAGCGGCCCCATAGG 

GACAGTGGGGTCCCCCCCCAGCAGTGCTCCCAGCACTGTGTCCCTGGGGG 

GAGACGCACAGCCCTGTGGGGACACACGTGTTACCCCCTGGGGCCCTGTC 

CCCCCCCTGTACCTGTGTCCCCACGTTCCCCACCTGGTGCCATCGGATCT 

GGGACTCCACAAAGGCATCGCGGCGCTCCACCAGGCGCAGCAGCTCCCGC 

AGCCCTGCGTTGGGCAGCACCTGTGGGGCACAGGGACCCCCCCCAGTGCT 

CCACAGAGCACCCCTGGACCCATAGGGACCCCATATTCCCTCCCAGCCCC 

ATATATAACCCCCCCCCAGGGCGATATAGCCCATCCTTAGTATAGACCCC 

TGCAGCCCCATATGGACCTATACCACCTCCTCTTATGACTATATCCCGCA 

GCCCCACGCCGATCCTATATGCCCTGTAGGGCCCTGTAGGGCTCACCCTT 

AGTGAAGGCAGCACATCCAGTGCCCGCACACTGGCCCGGCCCCACACCTC 

CAGCAGTTCCACCACACAGCGCGTGAAGGAGCGCACCTCCGCCTCGGGGG 

GCATCTGTGGGGCACAGGGCTTGGGGTCACCCCAGAGAGACTCCTGAGTC 

CCCCCAGAGACTCCTGAACCCAAAGAGGTACCGTGGTCATTTGGATCCCT 

CTAGAGGTGACTGGGTTCCCAAAGGGACACCTCAACACTTGTGTCCCCTT 

CAGGGGCACCTGGATATCTGGGACTCCAAGTGGCACCTGAGCATTTGGGA 

CCCACCCTCCTrGGACACCTGGGTCACCCCAAGGACACCXGGGACCCCTT 

CAAGTGGCACGTGGACATCTGAGCCCCCTGTAGTGGGACTTGAGTCCCCC 

TGCTCCCCCAGGTGACACCCAGACCCTGCAGCCCCTCGATATCCCCACCA 

GGTCCCCGAAGGGAAGGCGGCAGATGGTGCTGCAGGTGTGGAACGTGAAC 

GCCTCAAAGAGGTCCACTGGGGCAGCCCCATAAGAGCTCAACTCCTGTGG 

GGTGAGAAATGGGGTCACTGAGCGGGTGCGGGTGCCCCACAAGGGGGGTT 

GGGGTGAGTCAAGGGGACGGGCAGCACAGCCCXGGGGCTGATGGGGTCCA 

CCTGGGGTTGGAGGGCCCTGTGTTGGGGTGCTCACCTGGCACAGCGCCCA 

GCCCTGCAGCTCCAGGAGGGGCTCCAGGTGCCTCACAGCTCGCGCCAGTG 

CTCCCCGCGTTGCCCCCCGCTGCCGTCGCCACTCTGGGGATGCATCCCCC VTr iu>v 

AGCGCCAGGTCCTGCCCCCCCCGCGACACCAGGGACGCTGTGGGGTGACA 1 

CCC AT ATC ACC CT GGC ACCCATGTGACCT CC GAGAACC CCTCAGAC AGCT 

GTACGGATCCTTGGGGACACATCCAGAATCCCCCAGGCACCCACTGGGAT SUITE 69 

CGCTCCAGCACCCATGGGGACTGTTAGAGATCTCCTCCCCCCCAAAAAAT 

ACAACCAGACCCCTTCAGAGATCATGGGGACCCCCCCAGTACCCCCTCCA 

GArACCCAACAGTGACCTATAGAGACCTCCCTCCACCCAAAAGCCATGGG 

GACCCCTCAGGCCCCCCCCCCAGACACCAATTAGTACCCCCCAGAACCCT 

T CAGAAAC CT ACAAGGACCCACC AGAACCCCCTCAGAT ACCCATAGAGAT 

CTTTACAGACCTCCTCCTGGGACCCTCCCCAGGAGCACAAATCCCAAAGA 

ACCCCCCTTGAAGATTCACAGGGACCCCCCTCTGACTCACCCCAAACCCT 

CATGGGGACCTCCCAACCCCTACAGCCCCCCCATACCCAGGTAACTGTGG 

GGGCGTCCCACGAAGTCCCCCCAGCGCCGTGCCAGTGCCTCACGGATGGC 

TGCTGCAGAGCTCAGCACCACCACCTCTGGGGGGGTGGGGGGGGAGGGGC 

AAAAAATGAGTGAGTTGGAAGGAAGGGACCCCATGGGGACCCCAAAAACC 

AGGGAGAGGGGAGAGGTGAGGGGTGCCAGAACGGAGTTGGGGGGGGGGGG 

GGGAGGGATCCCAAATTATTTTTTGGGGGGGGGGAGTAGAATGAGAGGAC 

AAAT TT GAAGGGGAGCAGAAGGGAATTGGGGGACAGT ATGTGGGGGTT CC 

TCCATCCTCTCAATGGGTAATTCTGGGGAGCCTGTGAAGTTGAGGGTCCT 

AAAGGGGGAAGGCTCAAGGTCCCAAGGAGGGAAGGGTTATGGGGAAAAGG 

GGGTAATGGTGGTCCCAAGGGGTATCAGGGGGATGGGGGGGGGGGGGGGT 

CATGAAGGTGCCGCCCCTACTCACCACACCCCCCCAAGCGCAGGCATAAG 

GGGTCCCCGTAGGTCCGGGCAAGGATGTGGAGGTGCCGTGGCCCCCCTGG 

GTGCAGGAGGTGCAGGGCCCCCCCCCACGGTGCTCCCCCCCGCCTGGCTG 

AC CCCC CC C AGAT CAGAGC CAGGAGAAGTAGC AGCAGAAGTATCGTCAC C 

GCCATTGTTCTGTGGGGTGGGGGGCCCCAGCTCTGCCCCTATAACACCTT 

ATGAGGAGGAGGTACCCCAAAAGCTCCACCCCCCCACATCCAAACCCCTC 

CrACCAGAAGAGGGGCATTGGGTTCACTCCCCTAAAATTATTGTGTGCCC 
FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



107/110 
H4REV.txt 



ACCCCCCTCTTCAAGTCATTATAAACTTTACAGGGGTGTCCTCATAAAAA 
TACAGGAGTGTGTCCCCCCACAAAGTGCTCCCAGAACCATCGGGTGCCCA 
T CC CACAAGAAAAT CTCTC AAACT CCCATTGT GT GCCCCC CAACCAACAA 

AGATTCCTCAAACTCCCCCCCCCGCCCTCTACCCATATATCCTCCCAAGC 

GCTCCCCACCCCTCCGCACACCACCTCCCCAAATCCTCCCCCATTACCAT 

AATCCCCCCCACCCCAGCAGCAGAACCCCATCACCGCTCTGTGCGTCTGT 

GTGTGTGAGTAGGGGACGGGGTGTTTATTGAGGGGAGGGGGGAGGGGGGA 

GAGCGCTCAGAACCCCTCCCCCTGCAGCCCCCGCAGGCGCCGTGCCAGCr 

GCAGGTCTTTGGGGTACAGTGTGACGCGGCGCGCATGCAGCGAGCACAGG 

TAGGCGTCCTCCAGCAGGTGCACCAGGAATGCCTCCGCCGCCTGTGGGAC 

CCCGGCGTGGGCGTCCCCACAAAGCAGGGGGGGAGTCAATTCCCACCCCC 

AGGCCACCCCACAAATGCCAATCCTCCAAAATAATCCCTGGAACAACCCC 

AAAAAAACCCCTACCCCCAACCCCCCTCCCCAAAACCATAACCTCAATAA 

CTCCACACCTCAAAAACCTCCAACCCCTCCAAAACAACCCCCAACCCCGA 

AACACCTCACCCCCAAAGACCCCTTCCCAAGCCCCAAAGAGACCCCCAGG FIGURE 10 

CACAAGGGGTACCCCAAAATCCACTTCCCCCTTCCCCCAAAAAAGCCCTT 

TTGGGCACTAGAGAGCTCCCCAGCACCACCCAAAGGGTCCCCCACGGTAT QTrrri7 ^ 

GGGGTACCCTAAAACACCCCCCAACCCCAAACCACGGGAACTTCCAAAAC bUJ -l** 'U 

AAAGCTACCCCCCTCCCCCCCCCCCCAAAAAAATAAACCCATAGGGCCCC 

CCACCTCCTGTAGGGCCAATAGGGCCATAGCCTGCCACCTGTAGTCCACG 

CCCCGTGTGAAGAGCAAGCAGATCTCCCGCACCTGGGGGGGGACAGGGGG 

GCATGGGGACACTGGGGGGACATGGGGGGGGGGGGGGGAGGGGGGGGGGG 

GGGAGGGGCATGAGGACATTGAGGAGAGGGAACACGAGGGTGGCACTGCA 

TCATGGGAGGTGACGAGGGGGTGGGGGGGGCTCAAGGACATGGAGGGGGA 
CACTCA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



108/170 
H6F0R.txt 



TTGCTGCCTGCAGGTCGATCTAGTGGATCCGCCGCGACAGCGAACAGGCC 

AGCCAGCTGGTGCAGTATCTTTCCACTTTTTTCCGCAAAAACTTAAAGCG 

GCCTTCGGAGTTTGTTACTCTCGCCGACGAAATTGAACAtGTGAATGCTT 

ATCTGCAAATTGAAAAGGCGCGCTTCCAGTCGCGGTTGCAGGTCAACATT 

GCTATTCCGCAAGAATTATCCCAGCAGCAATTGCCCGCGTTTACCCTGCA 
ACCC 

FIGURE 10 



SUITE 71 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



109/110 
Conti205 . txt 



XGCXGGXGGCGGGGATCTGACXGGAAATGGAAACGTXCXGTGGCAAAGAG 

TGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGGGGG 

XAGTGATCAGXGGTGAGGATXXGGTXTCTTGGTCTGAAAXAXGGATGGAA 

GCTTTGTTGGGAGAGTGAATGACTTTrCAGTGAGGACAGGTGGATGCTTG 

GGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTGGAC 

ATGAACTXXGXAXTACAGCXGCAGCXCCAGCACAGAAGGAACCGCCATCC 

CAACCACGCCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTCCGT 

CCAGCXGGAATGGAGCGXCCCCGAGGGCXCCXTXGACTCCTXCACGGTGC 

AGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGG 

TTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTT 

CAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTG 

ATGCTGXCACAGGTGAGCAXGCTGTTGTGCXGCAXCCATGXCXTXXGGCX 

GACGGXTGXGXXGGCAXATGGTAGGAACCXXXCAGGCCCACTCCXGGTTA 

CTGXGGXCXTAAXAGAGAGGGAAGXTCTXTCCTGTTCXXGACGTGGGTAG 

CCTGGAGAGAXGGGAGXATGGAAGATGAGAGGAAGAACGGAAXAAGGAAX 

GATTGAXAATXAXTGCAGAACGGAXGGAAGGGAGGATGGAXGGGCGGXGC 

ATGGGXACATTGGTGCTXATAGCAGAGCXGGACGGCXGGXXGXACGTXGG 

XTTGGXXGXTGAkGAGAXGAAGAGXTGGAXGGGCGXGXGCTTXCACTGTG 

AAXXCCXCCCCCXGXCTXGCAGCXCCGGCACAGAAGGAACCACCXXCCCA 

GCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCGTCC 

AGCXGGAAXGGAGCGXCCCCGAGGGCXCCXXTGACTCCXTCACGGXGCAG 

TACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGGTT 

GCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTTCA 

ACCXGXATGGGGXGTGGGGGCGGAAGCGTCXGGGCCCCAXGXCCACTGAX 

GCTGTCACAGGTGAGCAXGCXGXGXTCTGCCXCCATGTXCXTXTGCTTTC 

AGTGTAGTTGTCATGTGGCAGGAACCTTTCAGGGCCACTTTTGGTTAATG 

TTGCCTTAATAGTCAAGGAAACAATTTGTTCTTGTTGAGTGGGAATGCCT FIGURE 10 

AACGGGAXGGGAGTXXGGATGAXGAGAGGACAAAXCXTAXAAGGGATGAX 

XGATAAXXATXGCGGAACGGAXGGAAGGAAGGX T GGATGGAT GGAATGGT c T rm? 77 

GTTTGGATAAATXTGXGCXCAGAGCACAGCTGGAGTGTTGGAXGAATGXX 5LUXJi /z 

GCTXTGCXXGXXGAAXAGATGGAXGTXXGGTTGTGTGGXXGCTXCCACTG 

AGAAT T CCT CCCT CTGTGCTGCAGCAGC AGCTC C AGCACAAGAGGAGCCA 

CCTTCCCCACCACGTCTGGGTGAGCTGACAGCGTCCCATGTCGGCCCCGA 

CXCCGXCCAGCTGGAATGGAGCGTCCCCGAGGGCXCCTXTGACXCCTTCA 

CGGXGCAGXACAAGGATGCACAAGGCCAGCCACAGGXGGXGCCCGXGGAC 

GGTGGGXTGCGCACAGTGACCGXGCCCGGGCXGTCGCCGTCCCGCCGCTA 

CAAGTXCAACCXGXAXGGGGXGXGGGGGCGGAAGCGXCXGGGCCCCATGT 

CCACTGAXGCXGTCACAGGTGAGGGCAGGAATXGGCACCXGXTGGGCTCT 

GGGTTTGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGT 

TXXCCCCXGGCAAXGGGAACAGCTGXXGGGXGCCXXXXXXGGGAAGGAXC 

CCTTAATCGCAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGT 

GATGGCXGXXGAGATGAGXTGGXGGCXGCXXGAGXAATXGXCTGTXGGAA 

TGGATGGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGXAATTTAGG 

AATCGGXGGAXGAAGAAXGGGXAGGTAGACCCXTGGXGAAGXGGXAGAAT 

GGAAGGAXTXAXGAACAGATATGAGXXAAXTCXTGCAXCGAAGXAGGXGT 

AAGXGXCXAXXAGCCTGXTGCACXGAACAXGCAGXTGCAXAGACAAAXGA 

GXGGGGAGAAGXACGGAGXAAATCCCXGCAXGAATGGXAGGACAGAAACC 

TGAAXGCCXGGAXGCXGGCAGTGXGAAGAAXGGCACXXGGGATAGAXGGT 

TCGAGXAXGGGGXAGAXXAAAAGATGGAXGGAAAAGAGGAACAGAGAGAG 

GGXGAXXGGATGAAXGGATGGAXGGTXGGAXGTGACXGATXGACAGGTAC 

CAAGCXTT i.'TCCTGCACTGTGCCTTCTGTGCTGCAGCTGCAGAAGAGAC 

GGAGGAGGAAC C AC C GT C CC AGC C AC GCC TAGGAGAGC XGACGGC AX CCC 

AXGXCAGCCCCAACXCCGTCCAGCXGGAATGGAGCATCCCTGAGGGCTCC 

TTXGACTCCXXCACGGTGCAGXACATAGACGTGCAAGGCCAGCCGCAGGA 

GCTGCACTTdKH^^ 
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CATCCCACCCCTACAAGTTCAACCTTTACGGGGTGTGGGGGCAGACACGT 

CTGGGCCCCATCTCCACTGACACCATCACAGGTGAGGGCCCCTGCCTGCT 

GCTGTGCTCTGGGCCTTGTGCTTGGCACGTGGCAGGAGCTGTGCGATGGG 

CTGTGCTGGTGGCGGGGATCTGACTGGAAATGGAAACGTTCTGTGGCAAA 

GAGTGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGG 

GGGTAGTGATCAGTGGTGAGGATTTGGTTTCTTGGTCTGAAATATGGATG 

GAAGCTTTGTTGGGAGAGTGAATGACTTTTCAGTGAGGACAGGTGGATGC 

TTGGGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTG 

GACATGAACTTTGTATTACAGCTGCAGCTCCAGCACAGAAGGAACCGCCA 

TCCCAACCACGCCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTC 

CGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGG 

TGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGT 

GGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAA 

GTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCA 

CTGATGCTGTCACAGGTGAGCATGCTGTTGTGCTGCATCCATGTCTTTTG 

GCTGACGGTTGTGTTGGCATATGGTAGGAACCTTTCAGGCCCACTCCTGG 

TTACTGTGGTCTTAATAGAGAGGGAAGTTCTTTCCTGTTCTTGACGTGGG 

TAGCCTGGAGAGATGGGAGTATGGAAGATGAGAGGAAGAACGGAATAAGG 

AATGATTGATAATTATTGCAGAACGGATGGAAGGGAGGATGGATGGGCGG 

TGCAT GGGTAC ATT GGTGCTTAT AGC AGAGCTGGAC GGCTGGTTGTACGT 

TGGTTTGGTTGTTGAAGAGATGAAGAGTTGGATGGGCGTGTGCTTTCACT 
GTGAATTCCTCCCCCTGTCTTGCAGCTCCGGCACAGAAGGAACCACCTTC FIGURE 1 

CCAGCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCG 

TCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTG SUITE 73 

CAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGG 

GTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGT 

TCAAC CTGTAT GGGGTGTGGGGGCGGAAGCGT CTGGGC CCCATGTCCACT 

GATGCTGTCACAGGTGAGGGCAGGAATTGGCACCTGGTGGGCTCTGGGTT 

TGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGTTTTCC 

CCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATCCCTTA 

ATCGGAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGTGATGG 

CTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAATGGAT 

GGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGGAATCG 

GTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAATGGAAG 

GATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGTAAGTG 

TCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGAGTGGG 

GAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACCTGAAT 

GCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGTTCGAG 

TATGGGGTAGATTAAAAGATGGATGGAAAAGAGGAACAGAGAGAGGGTGA 

TTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTACCAAGC 

TTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGGACTATGGTCATAGCTGT 

TTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATCGA 
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